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- BRERRY —RERORER(EZ. 9OH2H (X) 14 : 00~14:30 (CR—JLICTITONE T,
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8 A 31H-9A 1HO#EL
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S01: ATOEHESE - TDifE(b
8H31H (K) 13:00-17:10: AS£H
S02: KERBHEBMOINSOLRSF JIZOR
8H31H (K) 13:00-15:00: C£%
S03: RAEEMELFE~EME(LORIDS
8H31H (K) 13:00-15:00: D£i5
S04: RBOZHIETU DA< ELHAFTRDERE
8H31H (K) 13:00-15:00: E£i5
S05: EMDOZHkiEEEHHTE(L
8H31H (K) 13:00-15:00: F£i5
S06: H{LFENFEBATHYYVURARRERT D, REUTERSBERIDICENTEION? !
98 1H (£) 13:00-15:00: A%
S07: EMNDZHRIZHETECE(LDXEIRST
98 1H (£) 13:00-15:00: C£5
S08: KHUET—IIRKDELBITY I NI FERET S
98 1H (£) 13:00-15:00: D£5
S09: tkEhEEDHEBEILE ESBETDIH
98 1H (£) 13:00-15:00: E£%
S10: =S/0O074 =)L RZEDETEFAL~ RU)VEBETRHREEHNTHMENMDE < R~
98 1H (£) 13:00-15:00: F£i5
S11: HEDFRMIEZETHHRBRON ? VILFRAT—I)VE(LEIrDSBED
9H1H (£) 15:10-17:10: C£B
S12: RHEFKEENS VRSO A~ELEEFOERESEORE~
9H1H (£) 15:10-17:10: D%
S13: ') LABEHSBSMCT DB EMDE(LER
9H1H (£) 15:10-17:10: ESI5
S14: A N\NOBDO AT : HRI>INOBEEDS de novo INIBFYHALVET
9H1H (£) 15:10-17:10: F£15B
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S01 : Artificial consciousness and language - its evolution
ATIDEHEEEE - €DE(L

A—HFraH—: MIEEE ERX)
8HA31H (K) 13:00-17:10: A£iE
{EFHREE . HAKE

2010 FELARED Al DES(CKD, WF, RHCRET IRHMARERIFENLDSELTVD. FFITE
FD 11 AIZEIFZ U chatGPT (AL (XZDEEFINSHEA TULVD LLM (large Language model @
A&, SEBEEVDERE, SOMILOERICBUBCAZH TR E(CR>E. COSURSIAT
(Z, BRMEORIRE, SEOME, AIOEH, Alallignment 72, [CDWTERBOREDATH ST
A7 4 7 aF/FEED CEimd D.

13:00-13:05 (FU&IC

13:05-13:30 S01-01: Will the android ALTER be conscious?
7> ROA R ALTER [FEEESDH
Ot EEE RRK - #8X

13:30-13:55 S01-02: Exploring Robotic Minds Using the Free Energy Principle
OB/E BRI ERK

13:55-14:20 S01-03: Dynamic brain and mind in which evolutionary dynamics are
embedded
D EDATNZR E DDA L F=ZIR
OEE—E  EPAE - AIRFEMI

14:20-14:50 &

14:50-15:10 A8

15:10-15:35 S01-04: Others-0Origin of Mind
DO E IR
O B—%k TBRA « FTlmie St Fes

15:35-16:00 S01-05: Absential relation in evolution
OEFEINRF AR BiRAX - EET

16:00-16:25 S01-06: AI alignment and conscious supremacy
OrAfE—Ep 12
'Y -2 EBa1—9Y AT AMFEF 2ERK - RIAERE

16:25-17:05 %@

17:05-17:10 HHOIC
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S02: Paralogous genomics of aquatic invertebrates
KEBRBSHEMOINSOLRT I=ZOX

A=HFAY—: WEF gL ERILX) , T X8 GRRX)
8 H31H (K) 13:00-15:00: C=i5
fERS5E . BAGE

IKEBEAHEEIV) (IPEE BB S LB U CIEB(CZ K DEBERFES / LARICBLTWS., 2D
C &, KEBEHIOELBRRCHBNWTHRARIT —)LOEEMEDIRURLSE, £YMDELEER
BLTCEEBERABND. COLDIRT ) LFEZRFDOKEBBHESYICOWT, &, &F, &'/ L4,
REAREVDTZERDBEDECFEEMRZEBNL, /\SOHRYT ) ARG5S T EVECIERD
BREECDWCERUIZL.

13:00-13:10 (FUsIC

13:10-13:35 S02-01: Tackling genomic and chromosomal evolution through analysis
of subtelomeric repetitive sequences
BT FOXTPRIERIINS5E8DY ) L - #BEE(L
“FH IFE  EBKX - REEXUE

13:35-14:00 S02-02 : Diversity of the NLR-like gene family in haplotype-phased
genome assembly of the pearl oyster
PAVHEALDIN\TOZATNG ) APETUNSHSHIRD/Z NLR EEFI 7
SU—DZHERE
CMNIE RERERK

14:00-14:25 S02-03 : Population paralogous genomics: speciation and adaptive
evolution of Japanese abalone species
EENSOKRS ) ZHOATEDIARET I ERDEDLLEREL
OAERERER BK - KE

14:25-14:50 S02-04 : Paralogous genomics of the invasive red swamp crayfish
adapted to cold environments
ERRIRCERUEREE7Z A VDY UL —0OINSOLRS ) ZOUR
ERERS !, AAAEE 2, T8)IE 3, AHLSE %, PIUEET 2, ORETEEL ?
LFEX, 28ibK, *&RK

14:50-15:00 #&5THm
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S03 : Integrative Bioarchaeology: perspective from evolutionary
biology
RSENEBELRZE~EE(LDRID S

A—HFAY—: RHEEH (JUBEX), KXBEEHE (RRX)
8H31H (K) 13:00-15:00: D=5
fERE5E : BAGE

EMFEELEFORIMBEOEDTFZRMEL, SESTRRRNSARINS(CHEITD AEDELES L
UZNCHSRIBOEBZIASHCT D LZBNE ULFMEEMEBAR, HEEMELFE] IS
M5 EFEELDRY— U, RSZIRZDOATIF, A2, &8, EMOBRINSICHITSD, LEgsRE
W TOELLICERZR D, TNTNDEENERZITS. INFTESNIZNRZHEL, EEF
DEFANSIRLVERZRBSEIZL.

78 FMEFEREMATT (A) | BARISE(CHE T D IEAREDRESENE L FNATR-SHDELF
CSUHT-

13:00-13:20 S03-01: The proposition of integrative bioarchaeology in the Japanese
archipelago
BRI EIEHICH T IREEWME LF DRI
OLLFARRSL EPIZK - PR AXXRIFE
13:20-13:45 S03-02: Integrative bioarchaeology for understanding the diversity in
the Ryukyu Archipelago
BiISIEDZRIEDBFEEBIBULRSEWMELE
RN 22 WEKK - BelE
13:45-14:10 S03-03: Evolution of commensal rodents after the range expansion
associated with human migration
AFDBENCHES /BT > e ADILEL & (b
C R Mt timE R
14:10-14:35 S03-04: Does theincrease in seed size during the Jomon period provide
evidence of domestication?
MR DEFARBULIE RART 15— 3 > OFHRICIR D DH ?
OBBEEER ELIEX - BEEHE
14:35-15:00 S03-05: Azuki bean is a Japanese bean
PAFEAEDIATHS
Ok RS - B
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S04 : Evolutionary biology driven by nematode diversity
RBOZHRMETE D B < EILTAFTRDERFE

A—=HFAY—: FHHEX (ELEEH)
8 H31H (K) 13:00-15:00: ER=%
fEREE | BAGE

—EBDFFEER (P © B dZA dZIFHREREERIY & U THZ THDIDICH U, Bk EC 100 BREWSEH
SEONTVDIERDOZHRME (SRR SNTULVRL. FRREHSPDI YA IOTIT Y FRIRE(SE
ISU, BEENSEHENE, MIERN, BREZHE T IBROESHFREFTEIRZED TS, TDEER
HIFHEE EFEDZARMEN SEL - ZEREDARTHEUVIRT S v ILEED TLDDE/[ELVRL. K
SRS IATIEEE, EEERCEWSD U SRVEETILOBRRZIRD TLWBEEAZHBE
U, ZERBERMARNTRASNDI DY FREMFZIERL, REOSHREMFT CTHEE (LR DELIRT
DRE(CDWNTFEsm LTz,

13:00-13:20 S04-01: Nematodes as a model for biodiversity: speciation genetics in
Pristionchus nematodes
ZIRIEARDIZHDORE - TURFT A A> O ABDEDLEEFZHIC
CEmIEX BIGH - £RGER

13:22-13:42 S04-02: Molecular mechanisms of evolution of feeding habit of the
predatory nematode Pristionchus pacificus
OHTHR, TRER, ERERTF  LEX - REaEaRE

13:44-14:09 S04-03: Bursaphelenchus okinawaensis: a genetically tractable system
for the study of evo-devo and plant-parasitic nematodes
%hiE - BE - DBBEXNEESEIELTIN? MBI EFNOHMEFTILBRR
Bursaphelnehcus okinawaensis
R =5 BRaX - 2

14:11-14:31 S04-04 : Chromosome dynamics at the sex determination in the
parasitic nematode Strongyloides ratti
HFEMRR Strongyloides ratti DMERE(CIH T DR EEEE)
OBEEBARZE 12, Simo Sun?, HMEKE 3, FAE !, Vicky Hunt?, #2AEIBF °, §
thZz4s 2
LEIFX - E - FER, 2FTX - B - ks, *BIEK - JO>F 7 - 5 L@,
“Dep. Biol. Biochem., Bath Univ., >&itX - Bt - £kl

14:33-14:58 S04-05: What can we learn from the comparative analysis of the model
nematode Caenorhabditis elegans and its sister species Caenorhabditis
inopinata ?
E5)L#RH Caenorhabditis elegans & ZDiilikiE Caenorhabditis inopinata &
ODLLBREFERH S A HhH S H
Ok AT F FAEXK - Be&dn
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S05 : Evolution of Plant Diversity
EMDZiREE EHHTHEIL

A—=HFAY—: BH—IE WNIHEX), EEHT UNIHX)
8 H31H (K) 13:00-15:00: F=i3
fEREE | BAGE

HEY) (FHBEK DR A IRRIBADBISE L ZE T TSz, Ffe, ARBBERICKD ABICE> THERIHE
BEZMRATTARREN SR ZRIT TV D, B/1E, RERS -T2 X208 & UTekRL 1a8kdtin
ERCKDT, BRRBBNBB(CEONDLDCRIz. TNICKD, RIAEDZHREZEHTT
IR ANZX LR RZ (CBASNCESNDDHD. RS ZIIRSITATIE, EMOEATRZIEET S
HREN, BYNORRIELEOSHREZEH B IHLIDEMANZILZE EDLDIRBT—F=ZFEN, &£
DEIRFECRHLUTEHZBNATLTCLEREL. <

13:00-13:05
13:05-13:25

13:25-13:50

13:50-14:10

14:10-14:30

14:30-14:55

14:55-15:00

FE=EE

S05-01: Comprehensive study of regulation of transcription start site
in response to environmental changes in plant.

RIRZ(EICR U IEY) DR B ta bl H D18 72 1) 788

CEH—IE!, MEA? ANRE?, BE6°, SEER?, SEE, LAETS =
MAE >, WAL °, B&dHIH °, FTAEITS, ERe/, HrxE’, SHTES,
RHER 8, BEXRITS, AARKBE°, iWMER°, Bi8%E°, AT#AI°, BES
10 MATFEE 2, FEAEHN !

"ATK - 1BRT, 2K - R, *FH=EKA - 8, *HH - CSRS, &KX - [tEmE,
*&KX - BEF, "BIK- B BASE, &KX - Mtz A—, ‘&K - kB, OFHE
X I)I\AAEZ>H—

S05-02: LHT1/MAC7 contributes to proper alternative splicing under
long-term heat stress and mediates variation in the heat tolerance of
Arabidopsis

OXIEIERR RREK - /(A

S05-03: Altitudinal adaptive divergence of low temperature tolerance
in Arabidopsis halleri

CERES!, FEE—?, a1, EEHN?, EikER?

TRK - &R, *HRAIEA - BREE, AT - B8R, *HibK - &6

S05-04 : Phenome analysis focusing on small open reading frames
found an Arabidopsis-specific emerged de novo gene enhancing drought
tolerance

21 ) —ALFEIRICEDVE de novo BEFDIRFE

ORMEZ!, hEEAR?, £8F!, aF—E, BOWRN)ERT?, BKHRH?, T
gz, EAER?, (CHMT°, WRR°, BIF—, mHm, fEEHN
PIUNTEEX - [BRT, 2 E(LFMARAT CSRS

S05-05: Independent gene selection for awnless phenotype during rice
domestication in Asia and Africa

PSP ETPIVACHBITBIA REHKICHADBIEEFER

OBIFR- LREF RAEX - E@mRlFE

/\/\_E—J»EA
VA ==
e/ aY o
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S06 : We deliver our best research talks with little ones in the venue
ELFEEDRFEIRIATHYVURRRERTD. REUTHESBRIDICENTETDID
nh2?1!

A=HFATF— WEIOZH (REBX)
9H 18 (&) 13:00-15:00: A%=H
fERE5E : BAGE

A IORCEBERWINE, KEEDFELZD TENERC. WDONIFEERHFETHIRRERIC
BHEIZIAMODTLBIDONE. FEBEMNST2E5ESLELS? ZNRS LD ZE, —EHULTUE
HD ! N, JRBELCDODFEBZIEBRIT DIEFMRRELCENCEXLFBERE> RPIE>IECE
NSERARLE U PE THhD. BREANBEIHAIOXCEIRD. EREULEBICEFEBESL. B
LT, BIEDTOIREMZMDIEFEEIEBEZRIICEEAERRERIDCENTETIDON | ? COIRR
TCHRICABRKARDBHELZISNIZESE, BLOERTHFUWEROEMEBRZZINEL
IRV, FENSHEGD | RIZTOFEEDASEPLEVESAREUITTY |

13:00-13:05 #WS5RAA

13:05-13:30 S06-01 : Molecular genetic mechanisms underlying convergent
evolution of reproductive seasonality in sticklebacks
SHISIEEHIH T DS A HEET & TDOUINRGE(L
CBINmTY ERK

13:30-13:55 S06-02: Deciphering the genetic basis of macroevolutionary traits in
the light of convergent evolution
INEHE(E T A< YO OE(LRE DS EEE
“wBERE  JaLYIIILIK

13:55-14:20 S06-03: Species comparison of whole-brain single-cell transcriptomes
to explore the molecular mechanisms of behavioral evolution
1TENIE( boﬁ?gﬁ’iﬁér HOLM[S > ONEIV S ORI VUT M—LDIERLLE
CalllBfs EP?HE%E? AIBHRER', ILRBESR', BEFA®, LRS!
'ZEEKX [S*EE, WLV FEARTUPR

14:20-14:45 S06-04: Seek of a new luminous animal possessing kleptoprotein
BYINOBEEORNAENDIRE
OBIFR LR ZEEKX - EMFR (GF)

14:45-15:00 &
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S07 : Shedding the Light of Evolution on the Diversified Cell Deaths in
Animals
ENDSARIRHRRTE DN ERST

A—BFaH—: [Riffi—BF GEREPEZF)
9818 (£) 13:00-15:00: C=£=15
{ERSE  HAE

EMYD T OOFIEIEMIRRTE (X 7R b= IHME DS W SERHEIL, EEDSHRAHIHMEMREDRRE(CLD
AELLEBUE. SIMSECZ R TERLREIEIMHRRE ZEELIEEEZXSNDN, ENSDOHAREE
FICEFTILEMTEDSNTED, HMEENSHREUBEZIERE T DIEODERRMNRAHEFD(C
(FEDTULVR, RS ZRSIATIE, LR TR IXHREIE = AREA S DIATENEFX D, B
HHRASENNE S EMIRRZEMEANSRIEL, SRSt Z S FNESZIER T D ICHDT
JO—F%E&R9 .

13:00-13:05 (FU&IC

13:05-13:27 S07-01: Erebosis, a new cell death mechanism during homeostatic
turnover of gut enterocytes
©Sa Kan Yoo  RIKEN

13:27-13:49 S07-02: Evolutional aspects of inflammasomes to induce pyroptosis in

teleosts
BEEARECSITBI/NIOT M—3REFEET DM > ISIYV—LDHELNAIE
C3|pAIE— SIFK - &=

13:49-14:11 S07-03: Increased Environmental Oxygen Availability in Amphibians
Allows for the Emergence of Interdigital Cell Death
RIBEFENEIZ5T [{ERIMRSE] SEEDTIEENE
O/NEFHEE?, Ingrid Rosenburg Cordeiro!, EEHA?, #EMRN°, HhEF
'HRRTEA - £HIET 2ibEEA - FSC 3IUfiEk - E

14:11-14:33 S07-04 : Unique regulation of cell death in long-lived cancer-resistant
rodents.
% - BAMESEERICH TSI =—o a5t HlE
SR BEARK - R4S

14:33-14:55 S07-05: Evolutionary origin and conservation of the core molecular
machinery for necroptosis
007 b—> ADE(EREIRERFECDNT
OZRBEA BHK - E - &H16F

14:55-15:00 #&&5 A
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S08 : Evolutionary analysis software in the era of large-scale data
KBUET — I RFFRDELFRTY I FO T P ZBET S

A=HFAY—: BEH (ERK), ARNE—E (RREILK)
9H1H (&) 13:00-15:00: D=3
fERS5E . BAGE

LAY T b O 7 (&, HEEGTFORDE - BB 7 S1 > A > b - D FRGHEETE - DISISFEHETE R
E, EEFRTROEBE EBO>TE. UM, BT —FDRRRAFIE( (L, €5 UIIKRZEIBAN
(CEZDDHB.

WE, EDOKSREENY T NI T 7HAREBIRDIZBSH ? AAMRARN(C, FTUWREBARERD
350 ? ERNICEDK S ICRDBORETRDIEZ DN ?

ECERTY D MO T PHEEOBEICIZ T, KESNBERA LT AHvS 3> OREZRD(C
ED, RETD

13:00-13:18 S08-01: Database and software for evolutionary analysis in the era of
large-scale data
KIHUET — IR DE(LFRIFT —IN—R - YI I T
CEIES R - BREEE

13:18-13:36 S08-02: Annotation of VD] genes in TCR loci on eutherian genome
OhNEEFIE, Zhou Hao, Daron M. Standley  BRK - #5HH

13:36-13:54 S08-03 : Decision-making in molecular phylogenetics: how can
unwritten tips be disseminated?
BRBCEHDMNTVWRWD FRFEBHEDFIRZESH S HA RTBICFE?
O Tt ELERHA

13:54-14:12 S08-04 : Development of phylogenetic analysis pipelines for
continuously growing big data
KFUEHDOHLBINT 37 —FEFIAT IREMBITT—I T O—0DFHE
“—wH 3T, BES
LFEEX - BRERR, 23K - Buithis

14:12-14:30 S08-05: History of MEGA development and its limitations, and future
perspective
MEGA BRDESR LR, €U TERDEE
CHATE—EB EPIZK - BriE

14:30-15:00 #&5THm
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S09 : Morphological evolutions that give rise to the novelties
i E SO RE(LE ESHRTIH

A=HFAY—: HUIKRFE (RRX)
9H 18 (&) 13:00-15:00: E=5
fEREE | BAGE

E(CRFEEORIRZIB#E T D(CHIED T, BABRARBFEZANWTERZS > TERZ. LM
U, BNUFUILUFHRENRERICHED TORWESSH. ZEX(TERNICEIADEYIFID ENE
Bidith CEIRNES AT —DESBIICHE DT EERA I ES PO TZDELZIERZELTZS N
1235, AEETIIHRMBEDEAL, KB EVWDSNRT TS ORKICEDD I OIREBROER, F
FEBCRMNT OB (CELZERESRVWEEDENZ O ED, "EX XY —"EEEINEHDILA
DIERICHATZD, FRARBRERFZ N R(ICEIZDAEMETELICHUDEEZED THIZ. D THRAL
IRIRRICEN, ZTHHEORE(CTIZOELICDWTESA L —HEICEB AL LIHATHIZ.

13:00-13:05 #E5EA

13:05-13:25 S09-01 : Mammalian-unique face established through the
reconstitution of the topography of facial primordia
BEREDHEABRATEURE, WIAHEDOHMIRE
CHILAER EA-E

13:25-13:45 S09-02 : The origin of insect wings: evolution of the pioneering
developmental field for morphological diversification
EHROBPH(EH SR D HAESIRCDF NI\ DIER)
RN TN RK - B

13:45-14:05 S09-03: Symmetry polymorphism in Cnidarian organ arrangements
FIREMIDORERE (CIRN D WIFRIEDSE
OSarper Safiye E.!, Nakanishi Tamami!, Kitazawa Miho?, Kuratani Shigeru?,
Fujimoto Koichi®
VIR BDR, 2 AMRA - DFHEHEME, *LEX - [RREEHRIF

14:05-14:25 S09-04 : Developmental system drift of blastomere specification
mechanism in spiralian development
SEAMERFEEDIKFIRIEEBICRSNIRES X5 LZE
OSFEFILBAY, VoiRRkEs’, ANEE
LA - £HBIER 2K - IR TIERESRD

14:25-14:45 S09-05: Towards Unveiling the Mysteries of Problematica with the Aid
of 3D Data
3D F—ATHLTOT LI T+ HDik
O= &2, HASE?, MEEN?, BREXR!, Sl
LESTRIFEYIEE - MPERTTED, REEEAT, IREMEMAZRR, ‘R - RIE

14:45-15:00 #&51m
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S10: Let's look into the microfield
=074 =) REDEEFAD

A=HFAY— FHERE (EEH), THEZ (GREKX)
9H1H (&) 13:00-15:00: F=i5
fERS5E . BAGE

L—201> Ty IR ABETHSO THENZFER LT 350 FAHMED. UL, HLEFSRE HEDZ
IBEE< DN ? | EVVDEFREER (CRRBIRER ZR/ TRV, RS IRTIATE, RARRSNE
INOFVTD IRAFRVILER ] 200, SRERMIERMIICKIDBES DA, XAHZIX0ER
REREDHETE, H4 - REMEMIZICH T DS ORENRESANLBRRUCIZ DEIAFRERBNTL, ME
MHMBEO OO0+« —ILROELEZHBIT DB E UL

A | FINEEEE B [HEYN E) < =K

13:00-13:20

13:20-13:40

13:40-14:00

14:00-14:30

14:30-15:00

S10-01: Microbial motility determines symbiosis
REZRODIBENMDSZE

CZgithEE FEEXRER - T OtEX

S10-02: Behavioral exhibition of bacteria

HEDITEIRR

OiRAN BEKX - FIEREL

S$10-03: Look into the photo-response of Volvox

RILRY D ADHXIGEZDE ST AL

ORtILEETR BEIX-REL

S10-04: Swimming Motility Mechanism of Helical Bacteria Revealed by
Reconstruction in a Minimal Bacterium
ETVRIIVHEICSITIBBEICKDIESHCT IS BAMBEDIEKESNAD =X A
ORILAE!, WHERIT?, BAEAM, EEEA!

LRIRAK - BRIB, 2EE#HH - W70, S ARAK - EE5H

S$10-05: Evolution of a flange in the Campylobacterota flagellar motor
“Eli J. Cohen Imperial College London, Department of Life Sciences
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S11: Predictability of evolution — from multi-scale perspectives
HEEDF I EZETREROD ? RILFRAT—IVELFRITHDSEED

A—=HFAH—: FERK (FEX, Bif), SEHEE FERX)
981H (&) 15:10-17:10: C£15
{EFHREE . HAKE

#hEk EOEME, FEREDABIHEZFCHEUTRICSHRARBAEZLEOTND. CNEESHERE
MNNCNETLEDISICEELTET, INNSEDLS(TEILTDONET AT D & (FELEY
ZICHBITDIARELREDVEDTHD. COREZHRY BT, EILDERIM ZHRHfES, EIEEE
ETFRATDICENEETHD. A IRSDATREES TS TRENDSRIIFE T —ILDOELDE
AIEZRRKLUTND 5 ZOMBRENEEL, ARMRIS EOBLEZZTO-F (T« —ILRIZTU
20, WY LR, EAARERISE) LSEBOMRDBORERMZRRT D.

15:10-15:20
15:20-15:40

15:40-16:00

16:00-16:20

16:20-16:40

16:40-17:00

17:00-17:10

TEME - 1> O o> 3>

S11-01: The Paradox of Predictability

KEEFRDINS Ry IR

CEERENC LD RK B

S11-02 : Similarity of the patterns of phenotypic variations among
different biological scale and the prediction of micro and macroevolution
BRBJILNITHSNDIRRBER/INY—> O LT EEEDARED TR
OFmERA - 2, B3, SEHhE

VFEX bR Fl, CIENE - BREBEGBREARTF — L, PILORK -8, T FEX -k
1)

S11-03 : Measuring the Evolvability of Developmental Systems in
Vertebrates

BHBMRES AT LDOEELPTE - LICKEZMD

CmKE, BEFR?, REESE, ENLY, ATERP

V157 BDR, 2 B4R, P IREBEEK, T ERA - IR, CHIAX

S11-04: Predicting gene gain/loss evolution based on repeating long-
term evolution

RUE(EDEDBUINGT—DSREDBLETFIES - REELZTFUNTS
CSHER, HiEs2

LEK - felB, 23K - Beaftats

S11-05 : Experimental evolution of primitive life-like systems: for
understanding the origins of life
FIREHRETIIORBELTHRURERERDRIRICED

OKRNE  SREEX - BT, IST - A%

Y ANEF SO
T3 Dj’ﬂﬂ:ﬂ
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S12: Symposium to memorize late Dr. Masatoshi Nei
BHIEFKEEBES VRSO A

A—BF5—: FESAD (EXLEEGH)
981H (£) 15:10-17:10: D=i5
{EFHREE . HAKE

SESBICELRBRBNIRHENELZEBIET DS RSO LAZHET D.

15:10-15:20

15:20-15:30

15:30-15:40

15:40-15:50

15:50-16:00

16:00-16:10

16:10-16:20

16:20-16:30

16:30-16:40

16:40-17:10

S12-01: Remembering Dr. Masatoshi Nei

BRHIEFEERRBRN

ORFEER ESDEGFEATERR

S12-02: Genetic distance and human evolution

HIGIESEE & AMFE(L

CEEZ HRERFTKRERK

S12-03: Genetics and Genomics of Orphan Crops and their perspectives
MBIEMDS ) LBIEFEHS LUV EDREE

OKHEEM!, FawcettJeffrey A.2, MERE®, FHEF*, KNBEHE>, BEMEAS, &
BE&Y, AL, RIBHIR, IARBIRES, EHE—EE°, R&E°, Jones Martin
K.1°, TE)I|ZE4°, Li Cheng-Yun'!, ZHEEK

LIRTK - e ERIEMR T4 —, 218 - SUBRISE T O0 S L, IS - /F1
AZRERFY, * TEKX - RE=Z, > REFX - BrEmERE, °H'9 'S DNAFRFFR, ' 2H
HAE - SEDHIATR TS —, SRHE - DTFEMSHERRER > T —, ° RIS -
JEEER, Y IUvsk, HERRELA, PRERX - RE

S12-04: Estimation of evolutionary distances and molecular clock
HE(LREBRDHEE & 5> F IS

CHFE—EB I K - BrIR

S12-05: Effect of different types of sequence data on palaeognath
phylogeny

CRTIBTEF BIX - E

S$12-06: Classification of caliciviruses

HBUSIDALIVADRME

OfiAREE  LZHEMIIK - fiE

S12-07 : Birth-and-death evolution and olfactory receptor genes
birth-and-death evolution & IREZRBEELEF

RPN BIFX - B

S12-08: Revisiting Dr. Nei’s thought on Y chromosome evolution and
future directions on the study of sex chromosome evolution

Y #BFE(LICEAT IRHALEDEX LSEDOERBMHFE(AR

CEEEX EPIZK - BeIB, #PIZAK - AonlBEHRAR TS Y —

S$12-09: Reconstructing phylogenetic tree reconstruction methods
RREBIBEEEBEETS

O=#:tA HaEhA - E, HEH

X ANEF A
ﬁ‘.ul:l o affl
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S13 : Unveiling Evolution and Ecology of Wild Organisms through
Genomic Information
5 LIREEH SBBSNMCT SN EVIDE(LERE

A—HFra5—: #HRIER LX), hBEEN LX)
9A1H (&) 15:10-17:10: E£5
{ERSE  HAE

CNFETEHHAEMDBISE (CEAU TFETILOER - X TOWRNED SN TSIz, <BR>IELF,
NGS FEAiDERICKD, BHERDY ) ABEBRADTICIANERICTIRD, 5 LATA RINEENZ
RIEDBEISHEZEH LT D FANZXALORHERANEIEECR DT, RS IIRSDTATIE, BEVSH
EHMEZSOTHNEMDT ) NERZER U CGECERFHIIATRICE D HOEFHAFRE (CHEFHTOA
ReHBULTWERESE, J«—ILRRSS ) ABRZE DR SHART I A DOFEZEH TEMUIL.

15:10-15:35 S13-01: Intraspecific flowering time variation and adaptive evolution
in Japanese Lotus japonicus
BARICHTB =V IJ DORERIISE L BIbE(L
OEMETE REFKImA - )\AA

15:35-16:00 S13-02 : Comparative analysis of the gut microbiome and faecal
condition of Nara sika deer before and after the COVID-19 pandemic.
HRO>HEWRICUZ COVID-19BILREIEDHEANYII0/\MA—-—LAB XV

HITIRDLEB R
CEER EX - Be&dn
16:00-16:25 S13-03 : The relationship between the phylogeny in the family

Lucanidae and the larval evolution of food and habitat
D955 ASRCHEIT DR BEHRORMEE(LDRIFR
C=EEM NKBz - tEXX

16:25-16:50 S13-04: The Genetic Basis of Structural Color Variations Explored in
the Komatsugaoka Population of 0lj d2A7 OUG Odzu B+ G U+ 00 U
AA > FIAHFRONMEY BEEREAD SEDBEEDIEEINELSE
OthEN AR - RS R LAEmRIFE

16:50-17:10 &
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S14 : Artificial protein evolution -From ancestor resurrection to de
novo protein design-
BONDEDATESL : HRY >V IINOEEEDS de novo INIBEFHAFT

Fd—HFH—: Shunsuke Tagami (RIKEN)
98 1H (&) 15:10-17:10: F=i5

fERE5E : R&E

It has long been a dream of evolutionary biologists to resurrect ancient organisms or to
engender new ones through artificial evolution. While full reconstruction of organisms remains
challenging, recent advancements in protein science enabled the engineering of ancestral
proteins and entirely new proteins. This symposium aims to introduce such a groundbreaking
realm of manipulative evolutionary research.

AEDOENZIEESEILOHLVWENZATIHNSELSEIED T DT L(FECFORFOETHD.
UL, —MEEIEEARANRE T DERL NIV TENZTR(CEDER D L FRETHD. 1
N, IUINOELNILORRTIEFERI/INOEECDZ VI 2T - U OPINETENRICHFE
LR E2<HFH LW INOEZ ABHICER T 2 Z EMBIREICIRD TS, RS RTIATIE,
ZDXSRER(TIRFIT DENATZES < OECEMFEICHBT UL,

15:10-15:13 Introduction

15:13-15:36 S14-01 : Experimental reconstruction of the evolutionary pathway
between ancient beta-barrel proteins
ONAAIK BX - AR

15:36-15:59 S14-02: Reconstruction of catalytically active ancestral protein variants
using a reduced set of amino acids
OIRBES BX - AR

15:59-16:22 S14-03: Indels: The Evolutionary Switches Bridging Protein Functions
and Topologies
“Paola Laurino Okinawa Inst. of Sci. & Tech. Graduate Univ.

16:22-16:45 S14-04: De novo design of new protein folds and heterooligomeric
proteins by intuitive and simple methods
BRNTS >TIIRBRHFELCKDIFRIINIEIA - REAFTOAVIT—H
>I\OED de novo THA1 >
“Naoya Kobayashi ~ NAIST - Mater. Sci.

16:45-17:08 S14-05: Green underwater world: the coevolution of light-harvesting
system of cyanobacteria and underwater light environment
BOBDIRNR : =7 J INOFTUFPDENS AT L EKPDORIRIEDILHE(L
OFRBAET?, MEAR?, BIEE’, BFEE’, BHKR, R, BAOE
>, ET=HE*
2 HEK - RIB, 225B KX - BEW%ER, 3GFZ German Research Centre for
Geosciences, *F#EPA - BT AR - BIEY, *&EEX - ITbM

17:08-17:10 Summary
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8HA31H (K) 15:10-17:10: Bxig
BE: FHFEE, TEES

15:10

15:25

15:40

15:55

16:10

16:25

16:40

16:55

01B-01: Evolution of the ant stinger

©A. Casadei-Ferreira, E.P. Economo

BRI ZRMAZFERA (OIST)

01B-02 : antscan - a comprehensive open access database for 3D ant
anatomy

antscan - ZURBIZDIHDOBERRA—T 7 IOCAFT—HINR—X

“Julian Katzke!, Francisco Hita Garcial?, Fumika Azuma?, Philipp D. L&sel**, Tomas
Faragd®, Thomas van de Kamp>, Evan P. Economo?

10IST, 2Museum fiir Naturkunde Berlin, *Heidelberg University, “Australian National
University, *Karlsruhe Institute of Technology

01B-03: Revisiting the Goldschmidt’s systemic mutation model: discussions
based on the experimental restoration of inversion-driven color pattern
evolution in the harlequin ladybug

Goldshchmidt @ Systemic mutation model BE : F=7> FODHRMNEI SRR IR
RAE(EDERERICEDIKER

OREEMEE?, MR

LREA - BB Y —, 2 EBARRIFEREALE - BEW

0O1B-04 : How did the muscles evolve in metazoan: A conserved T-box
transcription factor-mediating muscle differentiation in Ctenophora.
EMDOFHRNIIEIE LEDK S (CEUTZDOD: V2055 T-box BREEF(C KD EHIEHIEIC
HENBERFE

CEFBMA, ZBHRE, BEE

SHBRIFERMIAF R - EEEEMF I -y b

01B-05: Evolution and change of the human dentition

t MRS DL & Z1E

NN

fHERER, HARRKZEmFEMR T EE

01B-06: Molecular phylogenetic and genetic structure analysis of Ensifera
cricket species

A OFEHOD FRHED JOEGIBERFRIT

CEBMINE!, INEFE

LTRIR\A A - A AT ITOR

01B-07 : Genetic diversity of wild emmer wheat in natural populations in
southern Turkey and attempts to conserve it through the development of
quasi-natural populations

MLOSEEOHET > Y —1 AFOEREE(C ST B EENSHENE & UBAREE DMERRIC
L53HFR2DHH

“Naoki Mori!, Takako Shizuka®, Shotaro Takenaka?, Kenichi Tanno3, Hakan Ozkan* ,
Shoji Ohta®

!Grad. Sch. Agric. Sci., Kobe Univ., ?Fac. Agric., Ryukoku Univ., 3Fac. Litl., Ryukoku
Univ., “Fac. Agric., Univ. Cukurova, Turkey, °Prof. emeritus, Fukui Pref. Univ.
01B-08 : Ancient genome analyses of dogs from the Epi-Jomon and the
Okhotsk periods in the Japan archipelago

LBE(IC BT DR EATR—Y I UERAD A X DHKS ) LR

OFFHFFE!, AB—=E!, MEEESC, EE

VREBMRAERA - HSEERIEAR T4 —, 2diEER- 71 X - HERAR T 5 —,
SEERA - XFE
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8 H31H (K) 15:10-17:10: C%=5
B . EHEZM, =FsHa

15:10 O01C-01: Differences in degree of specificity and selectivity among the three
symbiotic partners of the lichen PA + D7 T N} BSavikDZ | NJ
MREA AV DT ICHBIFD=BRER/N— M F—DTEEETENE
OHFERT!, ANEZ, FHEE
VEREIRK - REaE ERIEmRE > 5 —
15:25 O01C-02: Development of a fast dimension reduction method
BIRIR R TTHIRED B R
O=iEital
HORTA - &, 2
15:40 01C-03: Expression and functional analysis of vertebratea (i 7 U NJ Blj dz+ U0 BD4 # NJ
genes involved in terrestrial adaptation
BHEORE LERICREN S = AS D EHISEF ORI - HEFT
CHEARE2, NIERES, SIRER, SF A8, EHEM, Fhas
YEEXZ - R, 4LBA¥ - 1B - HF4EY, PthRKF - ET
15:55 01C-04: Adaptive evolution of the APOBEC3 regulatory region indicates
ancient viral epidemics during the Out-of-Africa migration
OFEFF!, Revathi Devi Sundaramoorthy?, IBHEZEF?, ./ FiReA*
LB - NBEIE, 2HRITK - e Rt 5 —
16:10 O1C-05: Caste-biased gene expression and pattern of sequence evolution in
termite
>O7VIEHBTF D Hh—X MFRNRREREEGCF DD FEL
O%Om, JMUEERED, JHEE, BIIEA
LIRMIRHT - FRMER, 2EEFERA, PEILX
16:25 01C-06 : Kinship theory of intragenomic conflict in social insect: a test in
single mating ants
TILATIITA PODRBY ) AWIL : MFAAI\VUTP UTOFREIREE
EHEf, TMEA2, CEmESRA
LEBIIK - BB, 2ERREA - AL
16:40 01C-07: Investigating the essence of long-branch attraction using the Farris
phylogenetic tree.
Farris Rz AW TREBEIOXREZIED
OYEthiER, PEET
LA - B, CERMX - TS
16:55 01C-08: Investigating the essence of long-branch attraction using multiple
alignment data.
RIVFTIWTSA A MF—HZAVWTRESESIOXRERIED
PR, JEthiEE"
LK - BeiE, CEmK - B
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8 H31H (K) 15:10-17:25: D%&i5 (FFRERENUR)

BE

15:10

15:25

15:40

15:55

16:10

16:25

16:40

16:55

17:10

AR, HARRR

01D-01Y : Identification of salt-tolerant candidate genes related to Na and
K dynamics in Vigna luteola

Vigna luteola @ Na, K BE8ICEI5 T DMIEEEEFIRMODREE

S%HEZEE%I, Wang Fanmiao?, {REELEH", SFAMGIE?, BRI, MEHEAR, ARk
VEROK - BRERELS, 2 EBIIHUME - BEERMRE T Y —, P REERA - iR, ‘R
X - B F &L

01D-02Y : Individual termite movements reflect nest complexity evolution
BigE (BCHERE) oB\NCEERS>O7VDTEH/I\Y—> 0 biciBS

OZGMhERLE, KITIERE

TPHBR FRAMTA FE BT

01D-03Y : Do host races show assortative mating when their host plants are
extremely coexisted?

©Shoko TAKANO !, Issei OHSHIMA 23

!Department of Life and Environmental Sciences, Kyoto Pref. Univ., *Center for
Frontier Natural History, Kyoto Pref. Univ., >Kyoto Botanical Garden

01D-04Y : Insights into the evolutionary origins of neurons: Lessons from
ctenophore neurogenesis

D20350 [HEt] EEFOHEERRITTES MEHaDHELIEIR

C=mHaE, EORE, EEE

OIST

01D-05Y : The effect of transposable elements on gene expression levels in
P+dz 7 Ulj #! DN NI, svhdsé Ehiadadtéristics differ greatly from those of
the sibling species P+ dzl ¥ Ulj #! DNJ NI BdzA dzLj+ T u

OHER#EE, fRHEERE!, Mehmet Dayi?, 3ihzR4e>, SAMAME!, FABNF!

lgqb K - Be - 4dn, “Forestry vocational school, Duzce University, Tirkiye, &K -
Bt - Ffrafisk

01D-06Y : Comparative Analysis of Hypertrophic Lips in East African Cichlid
CIHES, MBR', HEXAl, BESH, —BEHEA

TERRTEKX - £miET

01D-07Y : Co-option of the ancestral cis-regulatory sequences underlying
the gain of new wing pigmentation pattern in Drosophila guttifera

HERNR cis FIHEFIDERICL D =XFIYS a3 D> a v\ IOBDOHIZIMMERDIES
“Takumi Karasawa®, Namiho Saito?, Shigeyuki Koshikawa'-3

'Grad. Sch. Env.Science, Hokkaido Univ., 2Sch. Sci., Hokkaido Univ., 3Fac. Env. Earth
Sci., Hokkaido Univ.

01D-08Y : What shapes acoustic diversity in laryngeal echolocation of bats?
CBYFRAERY, HEIEH, Nicolas Brualla®, %@ A3, Vuong Tan Tu*, B2 $1°, /&KX
EﬁZ,S

LIEXRE X - BTE, °City University of Hong Kong, 3EmK - i, ‘AR MFARZERITT
HFT=—, KK PMC

01D-09Y : Analysis of gene expression patterns in the groove meristem
involved in new organ formation in the one-leaf plant TT1 1T 7 OIj G AA # dz*
—EHEME) T+« L7 OMMRBERRICES T I B REBORDECTFRR/(Y—>
“Shunji Nakamura, Ayaka Kinoshita, Hiroyuki Koga, Hirokazu Tsukaya

Grad. Sch. Sci., Univ. Tokyo
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8 H31H (K) 15:10-17:10: E=i5

BE

15:10

15:25

15:40

15:55

16:10

16:25

16:40

16:55

PINE, EF

O1E-01: Evolution of urushi, Japanese lacquer tree

TILERSOROUT M—=ALDSEDIIIILS DL

CER, ARETE?, EOHE, EAERS, LB, IREE, e

LB REXA, 2B, AKX - RE

O1E-02: Kings’' aging influences offspring’s caste fate through epigenetic
inheritance in termites

2O7VIEBFBITESIRT 1 vV IEEREN UEDERKFNRFDOH—R MNEBAD
e

CEEnE, SHES!, AERER, RIS, Olav Rueppell®, Edward L. Vargo®, ¥iEfi2

—1

LRERK - IR, 2R, CHURA - BRARIE, *TILI—FK, *TFHIAM K
O1E-03 : Unicellular Notch signaling - What is the role of contact sensor
before multicellularity?

HMRREND Notch S0 FVU >0 L > Y—DBMBICHITDHES?
CATEE!, FFEA, ILRER , ZERE, BAEA?, MEEEN?, En!

LB REXA, 2EREYFIATR

O1E-04: Genetic Differentiation and Demographic Trajectory of the Insular
Formosan and Orii's Flying Foxes

Kung-Ping Lin!, Shu-Miaw Chaw?,Yun-Hwa Lo?, Teruo Kinjo®, Chien-Yi Tung?, Hsi-Chi
Cheng?, Quintin Liu®,Yoko Satta®, Masako Izawa®, Shiang-Fan Chen’, and “Wen-Ya
Ko?

!National Yang Ming Chiao Tung University (NYCU), Taiwan, 2Biodiversity Research
Center, Academia Sinica, Taiwan, 3Okinawa Zoo and Museum, “Endemic Species
Research Institute, Taiwan, >°SOKENDAI, ®Kitakyushu Museum of Natural History and
Human History, “Center for General Education, National Taipei University

O1E-05: Analysis of keratin gene cluster in OA dzi UV DazAdzu Bi + AUA
ANRVT NMFAEBVUTSFUBEFI S AT —DRENR

CEAE, BAE?, MUEHHES

lohoook - IBT, 2E4H, SHIRK-E

O1E-06 : Dynamic Evolution of Retroviral Envelope Genes in Egg-Laying
Mammalian Genomes

BHIES ) AICATEIET S L bODAIVRIES >IN O BDSHRINE(L

tRR—1?, EEIEM, =REsE!, Of)E?

LRK - EEH, 28K - RE, *EEA - E

O1E-07 : An olfactory receptor gene expressed in the tongue of squamates
BHBOETRRI INERBHELCTF—F > I VY ITEOD FEEDERAICHITT
CEMIET!, N\WAESR?, BHES’, FRSLT, HEAK

THAK - £MER, TR - kR, £S5 886

O1E-08 : Caste differences in dopamine levels in the brain during
metamorphosis in two species of eusocial bees with different degrees of caste
differentiation
H—RABPHEDEENRERRDIEHSE/\F/INFR2ECHITIEBHOBA R—/I\=>ED
H—RABE

QINBEX, e

FIX - g
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8 H31H (K) 15:10-17:25: F&¥5 (BEFERENR)

BE

15:10

15:25

15:40

15:55

16:10

16:25

16:40

16:55

17:10

B, BARE

O1F-01Y : Of brains and flies: The origins and conservation of bilateral
polymorphisms of asymmetric body, a left-right asymmetric structure in the
Drosophila brain

“Wong Wai Cheng?, Sakamura So!, Yoshida Tomoki!, Tsujita Akari, Suyama
Komomo!, and Matsuno Kenji'

!Graduate School of Science, Osaka University

O1F-02Y : Alternative splicing of TRPA1 gene underlies the evolution of
gustatory preference in a mustard-feeding drosophilid fly

OfSAREE!, BRI, EEHE <32, Julianne N. Pelaez!*, Srivarsha Rajshekar!, k=
15 Diler Haji!, Ashleigh S. Takemoto®, FAH#EKER®, B1EX®, Gary Karpen!, EXxEZE
278 Noah K. Whiteman

YHUIAIZTRIN=OL—R, 2H18, BRI\ AK, *TS2HA K, "RRK - #
SEL, CERTEPIIA - 1B, T ERRIRIER T Y —, SR

O1F-03Y : Evolutionary dynamics of chemosensory receptor genes in
Afrotheria

OlEREMEE, FREAL

{7 N

O1F-04Y : The genomic basis for trophic adaptation of East African egg-
eating cichlids

OSAR', PAEES?, HEEXAN, ZREEHA

VERIK, 2H#EAX

O1F-05Y : Ancient viral discoveries from metagenomic data of ancient
individuals

HRAAT S ) AT—HZAVEERDAILAIER

OTAIRMEN?, A2ABAC, WESRY, BEH—, H Dkes?

LVISERK - ESRIEIATR - BEFBI, 2ECH - ANBEE, PECFERS, TERFEE
YDEE

O1F-06Y : Comprehensive detection of molecular convergences for
systematic profiling of convergent evolution

“Tomoya Nishiguchi, Wataru Iwasaki

Department of Integrated Biosciences, Graduate School of Frontier Sciences, The
University of Tokyo

O1F-07Y : Ectopic expression of chemoreceptor genes in fish
BRICHITIIEEZBHELFORPRERR

CEHETF, BT, RIEEM, “REHA

HRTEK - £HlET, *FHX - £ MEMESSMATHLS

O1F-08Y : Evolutionary changes of non-coding elements associated with
transition of sexual mode in the Caenorhabditis nematode

OF)II5zE!, Mehmet Dayi®, B8, FihfE?, HERSE!, HLAENT!, WL
VEAbK - BetEdn, 2K - BRitAEAIL

O1F-09Y : Revisit of alternative splicing patterns modulated by RNA
methyltransferase FIONAL1 in QU+ ! NDi Ou NuBUIj # ANXkT #

204 RXFXF(CH1T3 RNA AFILEEBER FIONALICHRAEI TN 3BIRHNRAT S 1> >
OB —> DB

“Ryo Miyokawa, Eriko Sasaki

HK - i
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9H1H (&) 9:30-11:30: A%

BE

9:30

9:45

10:00

10:15

10:30

10:45

11:00

11:15

ST, JHARER

02A-01: Macro-evolutionary pathway reveals combinatorial evolution with
coupling and uncoupling of multiple traits in phenotypic multi-component
systems

YOOI T A : L REEOHEAEHD T E(LOLERIRITRFR S LI F=IX
OHAER, BIES

K - FoRis

O2A-02: Evolution of a novel labro-maxillary interlocking mechanism in ants
(Hymenoptera: Formicidae) and its correlation with diet types

“Adrian Richter, Roberto Keller, Evan Economo

Biodiversity and Biocomplexity Unit, OIST

02A-03: Patterns of skeletomuscular evolution in ants

©Lazzat Aibekova, Evan Economo

Biodiversity and Biocomplexity Unit, Okinawa Institute of Science and Technology
02A-04: Evolutionarily conserved molecular features of the avian central
serotonergic system

BHEOBRtEO =S AT AORFRIFHITELHICREFEINTVS

Mgz, ILOEZ

BRA - B

O2A-05 : Coevolution of exaggerated male and female genitalia by sex-
concordant genes in Carabus (Ohomopterus) beetle

AAAB LASBEREICHSITIEUEEFZN ULHEHZREIROE XItEL

CEATIA, SRS, FEEE

L EREYEIATIRR, 1R - R

02A-06: Heartevolution: the commonalities between molluscan oysters and
vertebrates and myoelastic protein conectin.

DAL : ERZENV D L BB DILE N FHHIEEREIRIF >

CTEEE, Aok, KEHT, EVBE, B4, EFR

NGEX - 18

02A-07 : Prediction of human facial morphology based on genomic
polymorphisms

E NOERRARDBEERHETE LEARZRF Y T MO T 7 DB

OSTR, AR, BEZ?, TR, BIINE !, REE5E

RiBK - E, HBRA - E, PEILK - DR, BEX - X

0O2A-08: Time course transcriptome analysis and histological observation of
cuscuta gall

P AUBDRFSHXSRTRNICH T D ERFARFRIRZE BN EFTS KOHHEF IR

ORIFR- F/EZEF, Jyothi Udandarao!, + H%&?

TERAEK - EdRE, 2ELK - B¥
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9H1H (&) 9:30-11:30: B%=%

BE

9:30

9:45

10:00

10:15

10:30

10:45

11:00

11:15

TEAREE, LLIE

02B-01: Caste differences in biogenic amine levels in the brains of paper
wasps and comparison with eusocial bees
PSFANFRAICBITIIRATZEDH—AMEE/INFINFREDLE

Ot 2 ARs2, SREAP, FEAIERD?

LRI - R, 2FIK - SWINFRIZE, ° EUTHAE - =1LEH

02B-02: Effects of gene flow on the genetic basis of parallel evolution in
sticklebacks

BEFRED N IOADOETECDEGEREBICEADIHE

OlEEt, 2mst, LBz, FES, JLEE

LEBIGER, 2HK - B2, CIREBHIIK - B

02B-03 : Environmental adaptation of Arabidopsis thaliana in population
history: multi-omics approach of QTL, eQTL and population genome
FHBCRZ>O414 RFXFTORIEEL : QTL: eQTL - £E4' ) ADRIVFAZIVAF7OO
—F

OchiE,—BB, JLERIE—, FEEA

LKEAE - EIFRR, 2B¥A - 2ERR, *EA - k2

02B-04: ¢ i A! # DdnNthe alien aphid PNJ # U+ B BEtad) identification,
localization and vertical transmission

ARFITSLSPNI + U+ DDERBERBERST A! + DDORBIFE - FNBE - EEBR
OISR, I\ WMEk, BEEHA

EREY)FRERN - T = OXARE

02B-05: Exploring the Causes of Elevated Mutation Rates in Unique Aquatic
Plants

RREREBESDKEMEMICHETIDPFEEED LR & TDFRREREICHITT
OHFWLDY, NOWmANF?, HAE%KST?, muEsnY

LFEX - R, 2ECH - BREREL, P BYLAEX - EMER, *&RX - EKEBETIL
02B-06 : Evolution in Airport: polymorphism of color patterns in pygmy
grasshoppers under the anti-predatory environment
N=RRARSAOMRICLDIEETORREDETZEZCERTIRBRORRB(CHET
dh?

OMEA!, BHEMS

'BATERR S RARAR, *HilkA - 2

02B-07 : Rapid purging of introgressed genome after tsunami-induced
hybridization

BRERICHESNE MO ARBBDERZM &5 EHh< RIES' ) LOHHREE
OfiAIRTY?, R, FEAIKER, ACKFE KEFIEC, WEbMAE’ S, MRS, thAMEA,
BREFAMC, NERN, KISEEY, TR0, g, JLEhEe

eEiEAk, 2ISPS, CIREHIIK, ‘REKA, CEAKX, CEERTKA, BN, X, °
mEkA, YERRA, HERBEX

02B-08: Superorganismality in social aphids

127 TS LS DBEFYE

CHEMNEER

BISK - £4)
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9A1H (&) 9:30-11:30: C£i5
EBE . /NIEKR, (kR

9:30 02C-01 : Tryptophanase disruption underlies the evolution of stinkbug-
0#1 U7 mitt@lism
NUZTRI7 RBEGEFRIETO+ 1 U1 BHENDALSABFIREME(CHELETS
OFmE, HEE—, NOKFE?, MIIE5A3, TumSEY, FUE, FERE!
VEERER, 2B - BRIE - BRiE, UMK - IR, THUXK - BE

9:45 02C-02: Genomic divergence and the genetic architecture of phenotypic
differences between sympatric fishes of v U (i U ligtLiake Poso
RYBICEVWTEPRNEMEUEA I DBREDS ) ASHES LURRBEDEDEEHNELE
OFffEER', RIRE?, ADIBIRTS, (EREIEMES, JLEREY, ANRNS, LESE!
VERERK - BVERR, 2REPA - B2, PERILEMEMIE, *EGH, CERERK - E

10:00 02C-03: Why a philosopher of language is interested in camouflage?
REEREFEENHEIS—>1CRKEEEDDL,
OEF PR
K - R H—/AX

10:15 02C-04 : Testing the intraspecific adaptation load hypothesis in an ant
comunity
PUBECHSITIENEBRAEERDT X b
OitANA, WEEA?, fEETS
LRERK - B, ENDECH, PEREX - huEsRE

10:30 02C-05: Predicting ecosystem changes by a new model of ecosystem
evolution
ERRELTET I ZAVTERBRELLETFANTS
OEMSE, MWMELYS, JIIEAAY, TR, B, "IAESE
LEIRIEE - EMEARN, PAAK - B, SEIIK - FRER, AR - BERERE, S UMK -
Be2, CHPYIA - PREbThIRIE

10:45 02C-06 : QTL analysis for flower color differentiation between f 7 U0 U B
Nj* O7 T napdifioB! G U0 0NNJ
S99 ¢ 1 00 u BNjx O& Tt Nared G OB X193 QTL fi#thr
OFEIZA, RS, EEMEIE!
VERAEK - BR - 4

11:00 02C-07: Typhoon-induced Lammas growth promotes the non-dormant life-
cycle of the Great Orange Tip butterfly Hebomoia glaucippe.
CQINIGER?, oEMY, MUEES, TR
VIR - EE3Z, 2FUMNK - BRER G HIERK - BAAERR

11:15 02C-08 : Frequency-dependent selection and ecological emergence in
budding yeast
HEKRFBE L SHRTEDERBNRIRNROESE | HSFEE%E AU \ZIREE
CEiBhE, KEB?, X8—E?, WHE, &LER
TFEX - -8, 2TEKX k- /@
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9R 18 (&) 9:30-11:30 : D= (BEFERENR)
BB THEE, H8EEZ

9:30

9:45

10:00

10:15

10:30

10:45

11:00

11:15

02D-01Y : Optimal mode-switching strategies for prey capture in hybrid
predator agents

ORI
BEEKX - 5HRF/ SEFMRER
02D-02Y : SonicParanoid2: fast, accurate and comprehensive orthology

inference with machine learning and language models

SonicParanoid2: #FBLESEETIIEZAVCZERE, SHEHNDBENAILYOIEE
&

Ot Fa—J BIILTrbh—L, BES

RRK - Beifroflsk - SoimiEan

02D-03Y : Global connectivity and symbiosis of Palythoa hexacorals

“Maria E. A. Santos!, James D. Reimer?, Masaru Mizuyama?®, Hiroki Kise®, Wee H.
Boo*, Akira Iguchi?, ‘Ale’alani Dudoi®, Robert Toonen®, Marcelo V. Kitahara®, Filip
Husnik!

10IST, 2University of the Ryukyus, *National Institute of Advanced Industrial Science
and Technology, “Institut Perubahan Iklim, Universiti Kebangsaan, Malaysia,
Univeristy of Hawai'l, USA, ®Federal University of Sao Paulo, Brazil

02D-04Y : Hybrid speciation by sexual selection: a simulation study
MEEIRICKDHBEDE : =1L —>3 VICKBDAR

“Kotaro Kagawa'

LB

02D-05Y: Temporary social parasitism in the ant Strumigenys mutica: colony
composition and behavioral observation of a mixed colony with its host species
Strumigenys solifontis and S. lewisi

XAHoO037VICLDIUO0T7Y, AA0UOI7INO—RHNEEFESICREREIO=—
DITEN

“Riou Mizuno!?, Chun-Chi Lin®, Kunio Sadahiro?, Ryota Hosokawa?, Shogo Makita?,
Hiroki Matsumura?, Fuminori Ito®

10IST, ?Faculty of Agriculture, Kagawa University, *National Changhua University of
Education, Taiwan

02D-06Y : Environmental DNA meets evolution: systematic analysis on
species realized thermal niches and their vulnerability to climate warming in
ray-finned fishes

RIS DNA f#th x 4L : BEERMAICHIT S ERBRE LIRE(LICHWT D Hess T DImEAFT
ORBEER!, SES!

VERRK - BerfEls

02D-07Y : Sociogenetic structures of two parthenogenetic ants with
contrasting modes of colony reproduction

HAERE7V2E(CH T3 I0=-—FKhiEkN L IS EEE

“Naoto Idogawa?, Atsushi J. Nagano?, Shigeto Dobata®

!Department of Biological Sciences, School of Science, Tokyo Metropolitan University,
Faculty of Agriculture, Ryukoku University, *Graduate School of Arts & Sciences,
University of Tokyo

02D-08Y : Trojan horse in Insect-Microbe symbiosis
EBR-MEMRERCHSITS FOLDKRE

“Kota Ishigami'?, Seonghan Jang®*3, Aoba Yoshioka* Hiroyuki Morimura?, Aya
Yokota®, Peter Maegart®, Daisuke Nakane*, Yoshitomo Kikuchi'?

'Hokkaido University, 2AIST, °3KRIBB(Korea), “The University of Electro-
Communications, °CNRS (France)
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9H1H (&) 9:30-11:30: E=i3
BE: ZTKRE, /lI&5hH

9:30 02E-01: Phylogenetic analysis of lysyl-tRNA synthetase and aspaltyl-tRNA
synthetase
US)L tRNA &SRB & 7 R)VULFIL tRNA EREEFRD D FREAFR
OANAE, FBESR
BXR- AR

9:45 0O2E-02: Olfactory avoidance of toxic volatile electrophiles is mediated by a
broadly tuned olfactory receptor in Drosophila
Ok I, Carolina E. Reisenman?, #8AK&%?, David Tadrez?, Matthieu Louis®, Ramirez
Santiago®, Noah K Whiteman?

WRK, PHUITAINZT RN =R, HUTAIINZTAYH)IN=)\SK, *HUTA
IWZPKTAERR

10:00 O2E-03 : Evolutionary history of UGT genes involved in xenobiotic
metabolism in mammals and birds and their relationship to plants
HELME - BRECHIFIEMABICEANI VOO EIBEEE (UGT) EEFDik{bLEm
DEHD
O)lI&test, e RES?, ERE—, B)IIEFY, —en®@E!, KA—8°, flk®t, A%
Mz, AiREmE?

VHBIASBEX - BE, 24K - lREE, P/ —XDTXbK (m7IUH), *BIIETK - T
2, CIEBEX - BE, U ETK - BE

10:15 O2E-04: Visual adaptation to deep Antarctic Ocean in Notothenia species
J MeZ7HEBRICH T I EEEDFRENADREEG
CRMEEY, KHAZEM, FHEFE
HWEMRKRERK - TERFE

10:30 O2E-05: How the local positive natural selection affects human genome
evolution? - Using CYP1A2 gene polymorphisms as an example-

IS RAORERBRIROE M AE(ENADRE—CYPLA2DEENZREHEUT—
CHMAEM!, MAET?, AIEEE
LISERK - SR, ZHITK - IS LRI S —

10:45 O02E-06: Centromere repositioning underlies karyotype evolutionin v U (0 UNJ U
fishes
A hBEBOZBELICHITIE> FNOXAPBEE
OLZEEE!, tEFR?

VREPK - BB, 2IE(CH - £RREE

11:00 O2E-07: Metagenomic analysis of stomach contents reveals the feeding
habits of nudibranch
BABNDAIY ) ARSI OSHDRIEERRD
COlLEMEME, FHETE?

LHSERK - SEEHR, K - EEERIEmR TS Y —

11:15 O2E-08: Population genome analysis of Toxoplasma gondii isolated from an
island in Southern Japan identifies unknown ancestral lineages linking T.
gondii in East Asia and the Americas
ERE, ERRET?, SBEL?, NEFXF, B, MESRS, A+EIES, AIIERX
°, IUINER', BELHY, AT, E4AREE, BHEE®, EANEA®, BiHE",
SEETF, BHEM', WA
VRBRA - $ER, 2IHBIE - B, CIREX - ISR, CEILIEX - ME, CEREEX - ¥
&, °HEX - BRI, '5FK - BE, PHEA - BE, YItEX - BE, 040k - A, M
BIFK - BE
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9R 18 (£) 9:30-11:30: FxiG (BEFRREMUR)
Bf: RHEBEH, FERMT

9:30

9:45

10:00

10:15

10:30

10:45

11:00

11:15

O2F-01Y : Decoding Japanese genetic architecture by whole-genome
sequencing

OXiaoxi Liu!, Satoshi Koyama'*3, Kohei Tomizuka®, Sadaaki Takata®, Yuki Ishikawa?,
Shuji Ito'*, Shunichi Kosugi!, Kunihiko Suzuki!, Keiko Hikino®, Yoshinao Koike!?,
Momoko Horikoshi?, Shiro Ikegawal?®, Kochi Matsuda®, Yukihide Momozawa?, Kaoru
Ito!, Yoichiro Kamatani®, Chikashi Terao'’®

IRIKEN, 2Broad Institute, USA. 3Massachusetts General Hospital, USA. *Shimane
University, *Hokkaido University, °The University of Tokyo, 'Shizuoka General Hospital,
8University of Shizuoka

O2F-02Y : Analysis of the anhydrobiotic mechanism through shotgun
proteomics of tardigrade mitochondria

>3y M2 OFAZTIREZRAVEIRAS S MY RU 7 ORZIEMIEHIBORRT
CHEMH?, BT, NE-AGIEF, =wERY, BIUAR®, B

ININS EXCELLS, *EE[EX - IAB, >3 - ERIAA, ‘185 - BRC, 5K - Biid

O2F-03Y : Parallel evolution of vision during the transition from nocturnal to
diurnal hawkmoths

BTHEDSBITEADBITICHES A XA HDOREDFITEL

“Tokiho Akiyamal?, Hironobu Uchiyama3®, Shunsuke Yajima®, Kentaro Arikawa?,
Yohey Terait

The Graduate University for Advanced Studies, SOKENDAI, °Kitasato University
School of Medicine, 3Tokyo University of Agriculture

O2F-04Y : Elucidating mechanisms of the emergence of acquired anti-cancer
drug resistance in lung cancer.

C#EFIEN, BEEt?, FLET!

LNBBEEANAREEN AR > Y —BRARES, 2 ARMEIEANAREENA
(EFEEtT >S5 —FR=E

O2F-05Y : Functional differentiation of food-related olfactory receptor V2R
in cichlid

SOVy RICHITZIEVBEERTZEE V2R OiEEEDME

OTAIRE, —REEHA

BIK - £ESIETF

O2F-06Y : Genomic, transcriptomic, and proteomic approaches toward
understanding mitochondrial genome evolution in the common tree frog,
O AG OdzD# Udzi BAdziDZ aGuU#+0

>O73JAITI=ICRUTPE ) LELDBRES )L - FSOAOUTM—=A - T0OF
A—LHh5iRE<

“Yuuri Yasuoka, Yasushi Okazaki

RIKEN IMS

O2F-07Y : Investigation of evolutionary features of selection target
haplotype in the Japanese

OHIR, IMRAEF!

LRI - AL

O2F-08Y : Gene flows between Sulawesi macaque species with
geographically continuous distribution

O)1BRBY, Kanthi Arum Widayati?, Xiaochan Yan?®, SH&##3, Bambang Suryobroto?,
FHET!

VISERK - SiEEERIEMR T 5 —, 2RO —JLERIK, T - & MTEh LR 5—

*XEFREREOREX-®E: 9H3H (H) 13:30~14:00: K—JL
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» JLF Ui

PL-01: Social conquest, local adaptation and the limits of cooperation
HBECKDIRIEHTH, BPNER, BIURIDDOER

Sheng-Feng Shen (GLE2IZ)
Biodiversity Research Center,
Academia Sinica, Taiwan

9H2H (x) 9:00-10:00: KR—JL

My research focuses on understanding how ecology influences morphological, physiological,
and behavioral adaptations in animals. In this talk, I will first examine how ecology influences
the evolution of social behaviors, and how these behaviors subsequently influence the
ecological consequences of social species. Using variation in the social behavior of burying
beetles across Asia, including populations in Taiwan, Amami Oshima in Japan, and Sichuan in
China, I will analyze the effects of temperature and interspecific competition on the evolution
of their cooperative behaviors. I will then use theoretical models and comparative studies of
6500 bird species to show that species that evolve cooperative breeding behaviors in harsh
environments have larger species distribution ranges. Conversely, species that evolve
cooperative behaviors in benign environments show no relationship with range size. In
addition, we identified distinct local adaptations in the reproductive photoperiod of burying
beetles in Taiwan, Japan and China. By comparing genetic variation between year-round and
seasonal breeders and using lab hybrid experiments, we found that different populations in
Taiwan regulate the reproductive photoperiod through different genetic mechanisms.
Phylogenetic tree reconstructions suggest that current burying beetle populations in Taiwan
are composed of descendants of multiple immigration events, and that chromosomal
inversions have helped maintain genetic variation within these populations. Ultimately, I hope
that my talk will illustrate how field research enables us to understand and appreciate the
ways in which evolution shapes the diversity of life and adaptations in nature.

Fh(E, 4ERE (ecology) NEMWIDREE, 412, BEIMTHDBIGICEDLD (CHERESZ DN ET—Y
[CHATRLUTWET. SEDBETE, £I, FENMMIITEOEICSZ B5E, TDELLUITHN
ERNCEIESITIOERRICDVWTELET. BANIC(E, 7S7(ICDMITBDSTALASDHENIT
FOZEEEHICES, B, BROEBEKRS, TEOMACERT DEAXREI TS, BE CERMRSE
PRDITEIDEILICH IR BEEEDHUET. R, BHRETILE 6500 BOEEDLET —4%
BV, BUWRIETHRIZEETEINEL LTI MERNLAVMER(CH D, €D—A T, BP0HVRIR
BTHHITENELL UTEEIC(EDmEERE EOBREENAR SNRWC EZRUET. =5(1C, &F, H
K, FEDS ST ASCHWT, AR CERERBPHELDFEZESMNCUELE. FHEIET S
EMHEEHNCFNET DERDECHNEEREX LA L, ERETOREERBREITOIHER, 8EN
DEHEFREINEIRDELCHN AN A ALCKDEIENERERAREOTWND S EEASMNCLELE.
RIFBOBIBEICKD, BEOSZBEDI T ASMEBENERDBAANRY RTEHREINTHED, RE
RTINS NS OEARBERI DB E R Z O#IF ICEI L CLBRIEEENRIZEESNE L. BHDIS,
HEAED VDNCERRICHD T DEOZHRME S BISEEHFEDN, TUTEDIE UWERR &5l & fzsd
(C T« —I)LRHATAVDNCEIN T DD, DBETTFE—ILTEESSINULBNET.
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PL-02 : Trap-jaws, treasure maps, and the metaverse: biodiversity
science in the era of big data
rSvD ->3—X, EOME, TUTAY/I\—-X : EVIF—IRKOEMZHRIE

R
R

The information revolution is well underway, and how we study and interact with biodiversity
continues to evolve. In this talk, I explore how emerging technologies intersect with field and
organism-centered research to better understand the evolution of biodiversity and how it is
changing in the Anthropocene. First, I discuss research scaling up from field surveys to resolve
a species-level map of life for ants, and how this illuminates both global patterns of
diversification and important regions for conservation. Second, we need to understand eco-
evolutionary change under modern stressors. I highlight work applying high-throughput
sequencing and population genomic analysis to field collections to evaluate patterns of
community-wide change over the last few millennia across an insular ant fauna. Third,
organisms are more than points on a map, and 3D X-ray tomography can capture big data on
organismal form and function across the ant tree of life. These new imaging and computer
vision technologies, combined with natural history and field studies, open routes to better
understand the evolution of phenotypes. As an example, I present work on the spectacular
diversification of ant mandibles, including the repeated evolution of specialized ultrafast
weapons. Finally, I offer some perspectives for how big biodiversity data and immersive media
technologies can change how we interact with biodiversity in the lab, at home, and in the field.

Evan P. Economo

Biodiversity and Biocomplexity Unit,
Okinawa Institute of Science and Technology
9H2H (x) 10:00-11:00: R—JL

BIRE (JEITHTH D, INEBENENZEREZAT L, ENEDETH S HEBHEL Ul TS, K58
SEHTIE, EMZBHREDELE, ZNHAAFHICEVWTEDISICEILLTVWDIONE LD K IBfFT
BIEDHIC, FlziTo./0>—"NTJa =)L RABVCEN ICEREHTIEMAREEDISICRELTWL
DONERD. B—(C, T4 —ILRABNBSAT—ILFZYVITUTTYUDELANILDOLESIRZVER T
DR, TUTTOMRICELD TEHRIELOHRIN )Y —> SR2DTeHDEBERMUFOmM AN EDK
SCISMNIRDTEMCDNTIRINRD. B, IRRDRA ML AEBRA T (CHITDERE=H&LHRE{L%=
Ba (IR I DINENG DN, I\ - v MEEFIIRE CEMT ) LT ZE T« —JLRIOL D
SaAVIGERL, 3BT UNICSITDBERTEICDIZIEHESARDE/\F— 2z MUz
HEREBNITD. E£3(C, EWEMR EDORTERL, 3D XEMBIREZANDCET, 7UEDE
I RIR(CDIZ DR CHEE(CRIT R E Y I T — 72BN TEBRCEZBNTD. CDOEDIIFL
WAR= IO E1—45— - EZ3 e, BRAENC T4 —I)L RIARZHEAEDES
&ET, RIBBDELE KDZELIBFE T IEN TS, TO—HlIEUT, FHRBERKIBOEELDE
{E'EED, 7UDKSH DIEKRBZIHKILICEATIARELBN T D. REIC, EMZHREOEYIF—4
ERABI AT o TN, BAREORE, T+ —ILRICBIFDEMZHEEEOBENDAZEDLSI(IC
BRBCENTEBINCDNT, WS DHDEELZIRARS.
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m 2023 FFEAFE(LFSRS

9H2H (%) 14:30-15:30: R—JL

m 2023 FEFREREN

9H2H () 15:30-15:50: 7/R—JL

¢ OARENFRE

BIR BE (ERKAF)
[ BEAERARIZ AR D7) FHAE L T O R DAFE ]

REAH -

BEEFOEIET D75 )\ DA XRENT WY BIERE
98 2H (x) 15:50-16:50: HK—JL

BB 2 (University of Wirzburg)
[ERiEY) &I R e R & U (bR

&=H 18X (Max Planck Institute for Developmental Biology)
[T &S L CAEDME(CRE 9 DA3T

BIFF — LR % (REEKXF)
[FAEW IR E UTSEEFR RN S DA

S HEERE

R RE (EERMHSEAZR)
[ERBEMEVMOHEENRICBI T D2 EITES - B8 - HEETHZB UK
|

http://sesj.kenkyuukai.jp/special/index.asp?id=41048
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n EEFEDFR
A-HFAF—: Tl GREKA)

A, BIRIBIWNSITE), FRRICEDFTEMDIF ORAIDBROBREE, T —HIN—XLENE
<HBE=NTHD, INSZHIAITDET, EMHIRISHREZIBR T AN NTND. &
DEIC, T—FRUTURARNMIET S —AT, EEFARMRTHDIENMPENS T LD
HFHTOIRDENZEDS SV TWVDDESSH. TEFIRNRAD, BEAMNFEETr—IL
RAESNDSTEMNSZE, RRAMORZERADIR\WVEERIELEERTZ. SEDEDFR(E, 22O
DEFRREICTHEEUCVWCIEEET.

SL-01: Unraveling bryophyte-animal Interactions: Exploring time and space

O EHNDOREFREELVNMNITIRZERIRT D

SHSX

REPK - REFIEFZATFER

9A3H (H) 9:00~10:00: sR—=JL

While insects that consume angiosperms play a vital role in terrestrial biodiversity, the scarcity
of insect herbivory on bryophytes and ferns remains poorly understood. Moss carpets, often
considered enemy-free spaces, have limited our understanding of bryophyte-animal
interactions. I have studied the natural history of diverse animals associated with bryophytes,
particularly of Cylindrotomid craneflies excellently camouflaging moss. Their camouflage
suggests the presence of visually hunting predators using moss carpets as hunting grounds.
Recent studies have shed light on the interactions between mosses and animals,
encompassing arthropods influencing moss reproduction and dispersal and birds utilizing
moss for foraging and nesting. By integrating insights across trophic levels and spatial scales,
I aim to uncover how bryophytes support diverse animal life in forest ecosystems and how
animals contribute to the adaptation of these bryophytes. This research illuminates the
functioning and evolutionary transitions of forest ecosystems.

SL-02 : How do you balance your focus on conceptual questions with fucus on
questions motivated by the organisms you study?
IKTTIERE

THERIZRMAZERAZE

9A3H (H) 10:00~11:00: R—JL

EYETRICUICIATR TIE, —MRAELDERINZBSNMNCT D EVWDBEEEH D ERERFC, AT
HMROEMCDOWTED ERLKHDTZVWEVWDIIFFLEHD. HRAEZBELTID2 DD/ R
ZESEDIDN? CNIFANESHDIEETEROSNIEENTHD. AESO7UZERATHREL
T, BMOERITEIICHITBITIANDZILDECTOCRAEESNCIT D EEZBEZEE UTHREL
TEz. TOBET, MEETILZEBOEZTY) TIRIL I DIeH(CE, TDEYIDAERE - 5FT - AL
FICDODWTEWVEBENMETHDCEZBRALUTCEZ. 2L T2O7YU EVWSHATHIRICDULNT, #K
BES)L - BFFHMVERR - (TEIRER - ITEMERAT - S =L —> 3> - RRERLEE - (bRIBIRE VLD TR L
R7TJO-FHEDCEERDIE. REFBETIE, LEORBIWCHTIIRDDEIZEEZIRNDZET, 55
BEREUZL.
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n HRARKAE

BARE(LFERSE 25 OXE HhERABBE
Evolutional studies from Okinawa
RO SHET I EHILFHR ~EUZBAPIEMESRSIOESEETDEE

A—HFraH—: RBEE GRERKX)

IR (IZEEHREMNERL, BICEREICEEETHIRKZVWVERRANEHR SN TWET. RULFE
BZEMITIRLZ ERITMINTEREGOEHFNS (THELWTWVWET. COLSREKT. HiEd4Edm
DELZEZ D LETRY RRARY hEEZXDINELNE LA, BRAENTE(CEBALBYER
FHULS ETDRFEEN, IREERCITHOHNTULET. 2022 5 A 15 BISRESNIHT - & 21
ML B> g D BEARGHE CMEIREETE) (CHE7STOERERZONS [ESTEEALEBYIE] %iE
{BENBASEE SN TWLET.

COMRFBET(E, ENDHMEBRALBMEOABESECRBN I DEEEIC, 3R, BIMR, €LT
ANERDOATRE B TITHON TV D LA D FTRIRATRD—imzE C BNV FETY.

HEf : 20234 9H 3 H (H) 14:00 (B4 : 13:30) -17:10
5P MBEMEIABIEREE AR—IL
AR

14:00-14:05 H=DEE
A HORAS -

14:05-14:35 EL-01: EiFiREARBMESSIEEORIK
FARME HBROKZFARF - FEHR, EIEALBMERTIEREESNKRES

14:35-15:15 EL-02: {EYIEEXRTHHLIDIVT7ILIREL
THF  BRERKE - BEEHIR, RIKKEBYER

15:25-16:05 EL-03: &$MZHBHERXBL : RAFv—RSFAIABEIFT
SJARERE BIRKE - BEEHHE, kst > - 21Fv—CEO

16:05-16:45 EL-04: BARIIBADY ) LSRN SHIZEDIEIREMIL
mERR T  EILERFIATURR - S ERR

16:45-17:05 “I"uI:ln DHH
BE: TINBRE BREKKE - IBFEPEIR

16:50-17:10 BH=DIrS
ANTIT BRBRARE - KEREZHITHIZUR
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EL-01: Update of the initiatives towards the establishment of the National Museum
of Natural History, Okinawa

EZ BB AL IEESEBEEDORIR

AR BROKGZFARE - REHE, EIEALEERIEREESARIES

BAYIDOE BAEEEEZFRE(CAIER UL D EDEEN, D 10 FRICHE> TEATWS. [E
IDHHEEAAEIEYIEE | (FEALRIFDIEARINE SHFF - AR - BR - KERAZE - HEFHEEWS 5D
DEIZBV, PET7OEARAERZONRZBEIEL TS, TORIDER(E, 2016 4 5 ACHAZE i
SENOIRE [ENIBRALEBYEERIIONES | ZNAFRL, TNZZITOMER EOEEZARBESE
e ETERE U, EEEHMK(E, TAz5, IREERICED D TTAE TR U e — At EEAE TR
BARARIEMEESR T EREER THD. 2022 &5 BICAKROPFEIREETE [ - HiE 21 HicE>3>
EAGE ] TERBRENRESNSD, BT, SHERSEDILS LT, HBIEE CERZEEDR
A TOREBRBREROEBETEHD. /5 (E 2032 FTDIEIF 60 BEFLLSHEZIFE L THD, TN
(CMNT COERILEENDE IR ZHRE LITL).

EL-02: Real-time evolution revealed in museum specimens

IBMEBIEATDOMI S U 7 IVIREL

buiiE WEKKRZ - BFEPEUE, MEKKZIEMER
SHIEEVENCDRRICH T DEMEERERADHEDHSNTUVWRWMIEICDWCEEBELET. &
MEEVWR(E TBBDE] EVWDHRNHDKRD(C, BYEDLAERIEMDELEZVEAELDIC
EONET. —7, BMEC(FIREENDOERELZHIL I3 > SNTUVET. AFRMOFRRE (T4
VY, SNSDEARARNEY VILFIA LAICEREZDDHDIEND EEFFEA] (CIRDZEMAFRLZ EBES
MNCENTEHLUR., AFHEBEFENDIRATEENEDHRAMIRBEZELZ UL UERERUEIN,
NS UIREDEMERBZ{LURITTWLWD LN, BMEIL IS 3> 5D TY. 2
NSE—R [ERER<KEBESINTEZ] KO(CHEHRDEREELRN, AEBRDOEDDDEEDT
—HDATEUTHEAANBICED TEHDANBWHETH D EZMEDET.

EL-03 : Visualizing nature by biodiversity big data: Toward nature-positive and
nature-symbiotic society

EMSIRUEYIFT—FICLIEBRRIREDRIBIL : RAFvr—RSTAT LAREHETSiEE%E
BigLT

AGRHERE WEKKFE - BEEHEE, kst >0 - *1F+—CEO

SUREEHREMAT, EMZREDREBEFETCEEERHSFECTT. —AT, £EMZHKREDS
MEPLZDHEKRDBIEE, —HEDAL (CFERNCIEEUICKWVERERNMN ULNEEA. COXRDRE
=S, EBEOMEF— AL, XTOEEFNT7TO-F CERREOTFEZEHEEL, > AT AL
REFTEIDSERZTT(C, EMEREOREMRZIRELTCETE UL, &5(C, B - ISRMAFRKREZ
HERRTIEHIC, KRASHI U - RAFv— (RY—hFv) ZII5LEIFT, 2030 £8ED
“RAF v —IRSTAT", 2050 FEFED'BREAETIHR"DERICEMULLIDIELTVET. K
EECE, EMZSHRERZI DIEORIMRE, TNETICUEMSHEEES K ADREZRBNTUET.

EL-04 : Origin and formation of Japanese Archipelago people viewed from their
genome diversity
BARIIEADS ) LZHRIED STz T DRI & BliiL
miEpktt  EIDEEFRTRN - FHESUR
2018 FEEMNS 2022 FEEFE T 5 FEMICHDTZ 2 TH TRONIE BRI Z A DO EM BRI [T7/RR*S
75 ] DRERZESNEZT, BARFIBA (VRRST7AN) OERIREERIZICDVT, BRAAEHKAD
) LNB ST — &R T D.
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n SRERRT—HR (HARDS 1 ZTHELF)

7544 9H82H (L) 11:00~12:00: ROAT
FER 982H (£) 14:00~14:30: HK—JL

HP-01: D34 bhAUIRTIAMT DEHEMMREERDISEL IR
TAZIE, #k BA, JIIOSA
LI EFREE AR

HP-02: 4'J AREZAVWTERAICATFRVWPARIU—LINFFEDLD
BIEHEF
BRETMILRESEFK

HP-03: AavIINFEFEINFORERFR~FEI/NF(EEBLTNSIDH~
mEEinE, ERAERE, KHAYitH
BRI S EF TR
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P-001Y : Biosynthesis pathway of cyanogenic glycoside and its convergent evolution
in Lepidoptera and plants
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P-002Y : Exploration of Human-Specific Gene Expression Induced by Transcriptional
Activity of Transposable Elements in the 3D Genome Structure
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P-003Y : Evolutionary mechanism of bow-tie architecture in intracellular molecular
network
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P-004Y : Exploring genetic changes related to lifespan evolution associated with the
acquisition of flight
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P-005Y: Function of Bchromosome and relationship with sex chromosome evolution
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P-007Y : Species comparison of the single-cell transcriptome of Drosophila brain
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P-009Y : Assessing inbreeding depression in captive bred endangered plants by
detecting deleterious mutations
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P-010Y : Exploring the Molecular Mechanisms of Human Acclimatization to High-
Altitude through Differential Gene Expression Induced by Hypobaric Hypoxic
Environments
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P-011Y: Evolutionary trajectory of Y chromosomelossinp U7 i1 O iy ttAnslocations
and gains of Y-linked genes
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P-012Y : Allelic disruption of umami taste receptor gene TAS1R1 in a non-
insectivorous strepsirrhine primate, potto
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P-014Y : Investigating the Relationship Between ApoEb and Novelty-Seeking:
Examining ApoEb-Related Behavior and its Genetic Variations in Medaka (Oryzias
latipes)
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P-015Y : Exploration of insulin-like peptides(ILPs) responsible for the development
of rhinoceros beetle horns
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P-016Y : Genome-wide Diversity Analysis to Infer Population Structure and
Population History of Medaka (Oryzias latipes) in Nansei Islands
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P-017Y : Horizontal gene transfer evolution from marine bacteria to gut microbiome
in cetacean lipid digestive adaptation
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P-018Y : Transcriptomic comparative analysis of queen bees during lifestyle
transition
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P-019Y : Phospho-tyrosine signaling of unicellular holozoan and origin of animal
multicellularity
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P-020Y : Parasitic lifestyle and genome evolution of novel endosymbiotic Clostridia
within cellulolytic protists
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P-021Y : Regulatory mechanism underlying photoperiodic response of fatty acid
desaturase® # DiiiiGsticklebacks
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P-022Y : Selecting useful CNS for rice improvement based on structural variations
causing gene expression change
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P-023Y : An attempt to estimate phylogenetic relationships using whole genome
sequencing data in the Delphinidae family
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P-024Y : Deciphering metazoan evolution to understand the evolutionary history of
Whole-body regeneration
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P-025Y : Genetic Basis of Sexual Dimorphism in Harmonia axyridis Spots
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P-026Y : Evolutionary mechanisms of temperature adaptation of circadian rhythmic
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P-027Y : The mitochondrial genome and phylogenetic analysis of dolphin genus
Lagenorhynchus
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P-028 : Comprehensive analysis to elucidate the gene regulatory mechanisms
regulated by the AmMnSINE1 region
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P-029 : Exploring the sex ratio distorter of p U7 U7 OIj NA+BY ! u D4 U+
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P-030: Genes involved in spread of SARS-CoV-2 into the lower respiratory tract may
be under adaptive selection
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P-031 : Spatiotemporal distribution analysis of SARS-CoV-2 variants in the
Kitakawachi area based on genomic analysis
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P-032: Functional characterization of a sole bitter taste receptor in sharks and rays
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P-033: Evolutionary dynamics of mutation spectrum in bacterial endosymbionts
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P-034 : Evolutionary strategy of the coral Montipora
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P-035: Elucidation of the mechanisms of salt tolerance and distributional transition
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P-036: Genetic basis of thermogenic induction and regulation in plants
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P-037 : Power of neutrality tests for detecting natural selection
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P-039 : Parent-of-origin specific gene expression in the queenless ponerine ant,
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P-040: Decoding the evolutionary dynamics: exploring hybridization of house mouse
subspecies in East Asia
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P-041 : Comparative genome analysis of amphibious and terrestrial species in
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P-042: Detecting signals of positive natural selection in the Jomon people
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P-043 : Explosive Diversification of Cationic Amino Acid Transporter Genes in
Placental Mammals
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P-044Y : Branching architecture and genetic diversity within an individual tree
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P-045Y : Comparison of mating frequencies in the dimorphic female butterfly, 5+ ONA NJ B
O7 A (Lepidoptera: Papilionidae)
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P-046 : Estimating genetic diversity of a taxon: Simulation test under spatial
sampling
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P-047 : Estimating rewards and genetic underpinnings of antipredator behavior in
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P-048 : Estimation of Painters' Influence Based on Unsupervised Learning of
Evolutionary Model for Painting Styles
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P-049 : Continuous and wide-raging interactions in the prehistoric Jomon hunter-
gatherers of the Japanese archipelago: A geometric morphometric analysis of three-
dimensional data
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P-050: Exploring the advantages of polyploidy and autogamy after hybrid formation
by evolutionary simulation of gene regulatory networks
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P-051 : Unraveling Nutrient Transfer in Dolichoderus Ants: Trophic Eggs and
Implications for Pest Management Strategies
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Changhua University of Education

P-052: Functional differentiation of the nervous system by self-organization with
constraints
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P-053 : Development of a method for analyzing genetic segregation using HRM
analysis
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P-054Y : Molecular phylogenetic analysis and changes in morphology and
luminescence intensity of Neanuridae ( Collembora )
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P-056Y : Evolution of movement directions in crabs: restructuring the ancestral state
from the behavioral traits of extant species
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P-057Y : DNA barcoding and genetic diversity in nudibranchs
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P-059 : A Systematic Study on the YIj7 O+ A7 &+ u UNUB 1 Zerayamii 1996
(Hymenoptera: Formicidae) of Ryukyu Islands
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P-061Y: The influence of environmental conditions on diversity and extinction of
early replicator
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P-064Y : Analysis of GroEL Functional Changes and Chaperonin Target Molecules in
the Thermo- Adaptive Evolved Escherichia coli
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P-066 : Effects of complex formation on protein molecular evolution
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P-068Y : Species differences of group characteristics and its genetic and neural
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P-069Y : Color preference behavior and spectral sensitivity adaptation in the flower-
breeding Drosophila
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P-070Y : Quantification of Batesian and Mullerian mimicry using predator-like CNN
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P-071Y : Ecological impacts of the evolution of a pleiotropic gene: insights from 2y %
K G in three-spined stickleback
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P-072Y : Molecular mechanisms underlying variation of environmental stress
tolerance in sticklebacks
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P-073Y: Acquisition of intestinal protist-bacterial complexes in the common ancestor
of termites and Cryptocercus cockroaches; the origin of subsociality
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P-074Y : Mechanisms of defecation inhibition of larvae of T i ANJX # A i U B déiid ifs LjdzU NJ
adaptive significance
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P-075Y: Absence of “menopause” in workers of a queenless ponerineantp N} DA 4 a4 + B
DZJ2 BNJ DANDZ &

RFEAANVTZ VDD —H—IC"EE" (XD D Dh ?

OEEFHnAY, EmEZA

LEBIIK - Fred

P-076Y : Vertebrate life history shows two types of phenotypic diversity in various
levels of taxonomic rank
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P-079Y : Evolution of leaf venation architecture with climatic niche shift in
angiosperm trees
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P-080Y : Outbreak of a tramp ant in the hybrid zone between endemic and exotic
lineages
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P-094Y : Evidence from ascidians for the shared evolutionary origin of neural crest
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P-097Y : Contextualizing Motion Space of Ant Mandibles in an Evolutionary
Framework
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P-100Y : Gene expression analysis of B-glucosidase in the termite Zootermopsis
nevadensis

CEBRE, EEES, BINEA?

TEILA - BRET, 2EILK - i - 18

P-101Y : An approach to elucidate the evolutionary process of synovial joints in
vertebrates
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P-103Y : Evolution of neural circuits involved in the pheromone-information
processing for species discrimination
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P-105: Evolutionary and developmental implications of matrix proteins found in
calcareous exoskeletons of molluscs and the annelid Spirobranchus kraussii
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P-106 : Formation of the penguin flipper
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P-108 : Are echinoderm embryos more evolutionarily derived than chordate
embryos? - Let’s distinguish “conservation” and “derivedness”

© Jason Cheok Kuan Leong?, Masahiro Uesaka®?, Echinoderm Genomes Sequencing
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SE®MALS and CD anal ysesnadifcdathe chl orophyl I s.-hawhvigsetsiy shtee nl i lgyh
designed proteins formed ther would provide the selective a
of associations in solution-sra inhabiting the primitive Eart
crystal structures of two of phycobilisome has been | ess ¢
agreement widthsttriuvetpredi dOtee no environmentredomcedc water envi
accessible to -sevuppgonedtmebdDhagt cyanobacteria evolved, we di
create new proteins that evo phycobilisome.-eWel pit odaosgehftt i
structure/ sequence space we n: the water on the prhiamivteisvtel nBa
di scushsypotthesi s based on t hi
experiments about ndtught 'wel
phyl ogenic analysis, and the
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Evol ution of the ant sti antscam comprehensi ve
. database for 3D ant anal
°A. CakBardreéi r a, E. P. Econom
ant sean
O ST
°Jul i an, KRt akei sco¢? Hiutma k'@a R@i:
Lo $¢'l Tom§ ¢, Flahreaaga-s d e, Kawegpn P.
101 S™Museum f¢r Nat tHrek Wred b e B@
‘“Australian Na*aohaltuberi Vessit
Within Aculeata, the ovipositc I'n the big data era, the stu:
fromtaucture used for placing benefit from advances i n -ria
stiff stinger exclusively us mi crotomography can bridge ga
However, sever al aspects of < organi gms riesothiuti on without ¢

transitions
changes and
integrative
mor phol ogy
comparative
shaped the

are poorly endfr s
intermedi ate stag
approach combini
-uemmgt emi ctr@emogr ap
phyl ogenetic rmdtuh
mor phol ogi cal tra
hypotheses, we obtained micro
15 of the 16 extant subfamili
closely related speeimerérequ
with a few sclerites, whereas
more extensive. Moreover, wvar
modi fications in their origin
identéarfdsdrdlrated to reductior
l'ikely contributes to the stirt1
to provide a solid foundatio
evolution of ants, oh&apeiwmgryv
an evolutionary context.
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However, Il ow throughput i mi
in documenting diversity. The
accessible database for 3D a&n
ray mi crotomography. Faktsa n gii m
enabled us to overcome the ir
and materi al The database co
species with each scan adqgspe
with collection material to b
eographic scope. As we acqui
his facilitates automated an
he audi encef wmtdhermcmeetthodsed
sed computer vision technigqgt
owards fhon endlsieme s s. Thi s

omprehensive |library of 3D
eral d a nsetewdereass con the evol
rgani smal phendthypag hipaused mma
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Revisiting the GGoylsdtsecrhinci How did the muscles ev
mod el di scussions base conseryeod rlanscr i ptmedi &
restoratimnercfiionen col¢ muscle differentiation i
evolution in the harleqt
Gol dshchrmBiydtt emi ¢ mut ati « T-b 0 x
o 12 2 , ,
1 2
hopeful monster Macromut at ( )
Gol dschmi
Ho x
Syst
mutati on Gol dschmi dt
Mor gan T-b 0 x (Tbhx1)
~ Tbhx1
Thx1
Gd dschmiSgst
mutation model Thx1
Tbhx1
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Evol ution and change of Mol ecul ar phyl ogenetic
analysis of Ensifera cri
o 1 1
1
202¢
80
180 900
85
O1B- 07 O1B- 08
Genetic diveeminey wheai | Ancient genome anal yses
popul ations in southern Jomon an@khaoatesk peri ods
conserve it through the archipel ago
natur al popul ations
° 1 1 2 3
1 2
°Naoki?l M@dmkakd Shhioztuakrdp Kal 3
TanfhoHaOk&fan Shoji Oht a
IGr ad. Sch. AgrickFacSciAgrik
Uni¥%agc. Litl. ,*RgukéaBuitni
Tur KRryg f . emeritus, Fukui f
For more than a decade, the ¢ ( 3 6 )
diversity of win at uernanhe r p owphuel az 5 9
Tur kTehye i ndi vi dual plants were ( )
31 popul ati ons in t he regior
mi crosatellite loci in the ahl
49 hapletgpedemti fied, mo st o] 3
popul ati on and exhibited a ;
(H=0.BhB)logenetic analysis sh ( 2. :
divided into two haplogroups, 8. 0x, 12.1x)
bet wetehne m, but these t wo gt
intermMheeed. results indicate a
in the natural p dDpuel atoi otnhse oifn
emmer wheat as a geneti ceatee of
natural populations to simulat
popul atoiweervse.r , due -18© p hedeGt 60 40
devastating earthquake in thei
this report, we reinlt |l ppogsest

efforts.

89



01C- 02

Di fferences i n degree Devel opment of a fast
selectivity among the th method
the | Cchdani a Sawlicani
o 1,2
1 2
o 1 1 1
1
DNA
DNA
(PCA)
PCA
DNA
(Misawa bioRxi v)
DNA
DNA
PCA-SNEUMAP
01C- 03 01C- 04
Expression and functione Adaptive evolution of t
myosin heaggnehaimvol ved region indicates ancien
adaptation the -©Of rica migration
° !Revathi Devi 'Sunda&r a
1
o 1,2 1 1 2 3
' 1 2
1,2
1 2 3
APOBE@3® power f wli rfad mapnr od reti in
replication and proliferation
) We found that in the regul at
(myosin heavy ¢l human chromosome 22, thereatex
MY H my h to have diverged nearly 1 mi
mai ntained i n BPoftrhi cAafnr ipcoapnu laant
the I ong persistence time of
archaic hominins, nwel absbdé ot
my h each haplogroup i s extbrasmedl yne
observed low diversity wi t hi
h bet ween hapl ogroups suggest et
my mai ntained by ospedival Dhocmwnsni a
occurrence of such selection
my h MYH tregulatory region in both th
causal events of such positin
epi ¢dsmi are shown to have occu
my h human popul ati onafAfomiec &® erhiog rea
two in the commAfr am@estors o

90



01C- 05 01C- 06

Casbeased gene expressi Kinship theory of intrat¢
sequence evolution in te insect: a test in singl:¢
o 1 2 o 1
1 2 3 1 2

RNA
seq GC
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I nvestigating t he -bsape I nvestigating the -esae
attraction using the Far attraction using multipl
Farris
o 1, 2 2

o 1 1,2
1 2 ’

1 2

2
1
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OTU
Fel senstein
Fel senstein
Farris
1

Fel sensteiFmrris
OoTU
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Vigna ,l ud ebégume species main Termite nestgs olagpwee lc opnptl teexr n's
remarkable adaptability &aocées building. The complexity of
inhabiting riverside are sen: across termite species. As -l
comparative analysis to ident individual interactions add
this species. In this study, \ behavidrd sbheouadj ustedspeoi ftih
K under sal-MSstTlheasr dgulltCP s hc environments. However, it rei
accession, Na was mainly all o behavior can be variable acr.
I'n contrast, in the beach acc: movement of termite workers i
root while K was distri buteesd s strat®ygy observation in a -piet
the beach accession prevents nesting termites, whose col on
the transport pat hway of K, \ wood that serves as both thei
aimed to identify genes i nvo than muilegdelreest @i enceesrt esresp, a rwah
transcriptome analgesqies., Twe sel their nests and forage beyon
that met the following three truncat ddawpowadr stretched e X
salt tolerance, (2) highreape di stribution of move/ pause d-l
accession, and (3) known func piece nesters amednopade.mi Acd
strong thigmotaxis i n-pitdhee mo
sepapiatcee nesters. Further in
species and more complex soci
evol utileandromshep between nes
behavior in termites.
01D 03Y 01D 04Y
Do host races show assc I nsights i nto t he evo
their host plants are ex neurons: Lessons fro
“Shoko TAKAN®I OHSHI MA neurogenests
Deparomemnt fe and Environme
Uniienter for Fr onkyioetro NPart:
S’Kyoto Botanical Garden
Ol ST
I'n phytophagous insects, popu The arise of the nervouev slywtt
often isolated from the origi little is known about the &ev
Hostssoci ameetdi ngr ei sol ati on is ancestral neurons. To answer
individuals tendspecinmast eononwh investigation, g amkcdy ngr e xt E
i mmature stages. Al ph@awmdgh dit He with neuronsphbowegenomesehac
assessed in various insect sp and neurotransmitters known i
hoassoci ated premating barrie mol ecul ar mechani sms respons
mechani smsoshtetweeeas hor -micoity@ uncl ear, making it di fficult
Acrocercop¢ Grtaainlsleaxrtiai dae) co neuronah.evolutio
associating with Legiotnh er dJRadilicd Recentl vy, our Isapbe cii ddrct infeiuerdo
The Juglraancdea csehaoews r educed mat model c tBeonl oi pnhooprsei sr enviekaaldion g an
|l eaves are ddepmniaaedfewhli¢e¢elLyol of conservation of neurosecre
|l eaves in the mat tarsg opd raited, al cnidarian/bil aterianeserweuso
bet ween thetowd dherstairmcexst ent definitive neuronal mar kers o
chodesgign crossing experi ment factors (TFs), such as bHLH,
(including both races in bot functions in Cnidarial/Bilater
(including both races only in cel l clusteesentHeoer wecent d
t he ttwor hooess show assortative functional analyses of some B
plants were excluded. We al sc mi k ddaor vae. Our ulti mate goal
observations of courtship com characteristics of ancestral

mechasniasrme conserved across al
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The effect of transposa Comparative Afyapleyrstirso padfi
expression Claewelrsrabdi t i East African Cichlid
whose characteristics d . 1 1 1 1 1
of t he si bldanegn osrpheachideist. i
1
° 1 1 Mehmet? Dayi?
1 1
1 Forestry wvocati
Universitdy, Te¢rkiye
The recently diGsaceonvoerrheadb dn édméet Hundreds of ecologically and
greatly from iCts edielglaimapys gd inhabi't in t he East A fMrail caawn
including body size. The fact Tanganyi ka. Cichlid diversity
change have not been elucidat each | ake. Because of rapid d
the transposable el ements (TE: closely related population. T
inopinaEseguences that replic evolution ofi ng asipescibeys cwinpha r
throughout t he genome, poter Some morphologically similar
nei ghbouring genes. Our previ:i inhabiting different lakes ai
insertion@. siprajnidh actoane eICved na “hypertrdowhichl aps al so obser
popuhnsatdaroe more hC.ghilryo eiaPateals examplaer adfl ep evolution. Thus
Therefore, we are currently w interesting traits from the ¢
the effect of TE insertions ¢« mol ecul ar basis is expected t
genes. As a target fom Gfddmi ley mechani sm behind the parlalpsel
transposon idpfe geeawvhineldri ¢ hien\ uncl ear .
My talk will present the prog The aim of this study is to
evolution in hypertrophic |
transcriptome analysis. We r
acquire hypertropbhhe Winpspath
proteoglycan expression in
transcriptome analysis. These
information for the parallel
O1D 07Y 01D 08Y
Cocoption of t he -rammgwlsi What shapes acoustic d
sequences underl ying th echolocation of bats?
i ment ati on attern in :
P19 ci s P © 1 1, Nicol&as BriuaVu
Tan4 Tu 5, 2.8
. . . . ! Cit Urnyi wedr sHic’n Ko
°Tak umi K,a r Masmiwfao SSdigteoy u Ki 3 4 y nys PMC 9
IGr ad .EnSvc.hSci ence, %Folkk a$ dio.
Uni3ac. Env. Earth Sci., H
The wing pigmeDbtasolpdv $altdreg nb Laryngeal echolocation in bat
elucidate the genetic mechani: apparatus, and the organ for
Her e, we s howirselgautl ad oo ¢/ s tsoepgtues considerably divergent across
produce a novel wixmpgleewsi ccrh e or al cavity in vespenxtidfioni
newly ganheadi phdmesbghthtiaher a echolocating bats have under
A previous ¢gtreedgyu liadteonrtyi fri eagdi @ such as the hypertrophied cri
expression in t he pupal-c owieng be informative for t he evol
expression at crossveins and mor phol ogi cal d iywd rasiyfnixc arteinoani
regibmos ompéli drmogametdeCrVe, drives recent study has clarified th
at crossveins. Thus, sequence which play cruci al roles in e
the wbmgdxprsession pattern anc in a different way between na
oDgutt.ifera t he dadpement -pfo@aedsieng organ r ¢
To i denctirsegult dtgoersy ucnhdaenr | yi ng for the Il aryngeal echol ocati
examined the reguktarseogruyl aft wmgt anal yses of t he hyol aryngea
various mut ations including mor phol ogi cal changes provi
transcription factor binding hyol armomgepladgenesis from si x-
We identified one of thesSMAD di mensionally reconstructed u
producing the specifi-coerpr Ws: We found that |l aryngeal echol
that the SMAD binding seewearec have divergent hyoid compone
required for its regulatory f | aargyeal devel opment. We demons
that the ancesstirtel | SMAR deipr diy! of the hyolaryngeal apparatus
wi ngl ess exprDegsustitoinf epraat t er n i homol ogous among bat s, there
evolution of the | aryngeal ec
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Anal ysi s of gene expre¢ Evolution of wurushi, Ja|
groove meri stem invol v
formation -i eaf hidmaghyl | . 1 , 3 3 1
1 2
1 2 3
°ShuNakamura, Ayaka Kinoshi
Tsukaya
Grad. Sch. Sci., Univ. Tok"
Members ofMomhe@hgé¢khmewd ead e 900C¢C
a unique development al manner
as the mAdealbi dbpasti sThehyal open
cotyledons just after germina
whereasdetheoontinues growing.
shoot apical meristem (SAM) s
formed.
MonophyMolnoepah y(l | )aelaag | talbe aspec
groove meristem) that hasmbee
SAM. However, the molecular b
|l argely wunknown. Recent !l vy, we
SAMpecSHO@T MERI STSHNML EgSeSne bwu
mer i-spephAiNFGUSTI FOLA A3i n Monoph
I bhis study, we det ectreed attheed RNA
known functions iIQUPRHABEODOP®OT'
(cCur gene, usi-m@u ntrh e shidbw | di z
Monophyl |l aea. IntereSTMmgl M
oerl|l app&€dCwiptrhessi on in Monop
reportGWGC ¢ haxpressed in the b
and | eaf meri st emsSTaMind Aroab iodvoe
di scuss the mol ecul ar c heerrdcstt
Monophyl |l aea, compared wi t h
Arabidopsi s.
O1E 02 O1E 03
Kingaging influencsescaasfti Unicell ul ar NoWhAat si gna
through epigenetic inher contact sensor before mi
Not ch :
° L L 2 8 o - t, L, b L,
RueppeEtdwar ¢, L. Margo 2 2, 1
1 2 3 4 5 1 2
A&M
Not ch
Capsaspor a Not ch
Not ch Capsaspor
RNA eq
Not ch
DNA
Not ch
DNA
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Tai wan. On t'defrypiPieafopusy
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7 individuals. We detected
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ulations harbor very |l ow ¢
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Caste differences in dop Of brains and flies: The
during met amorphosi s i of bilateral p calsymmrept hrii ¢
eusoci al bees with diff a I-reif ¢ ht asymmetric s
di fferentiation Drosophila brain
2 °Wong Wail, Chekaghuryas8o da TIs
Ak driSuyamal, KamdmiMattsuno K
'Graduate School of Science
Leftght (LR) asymmetry, whi cl
external organs of rvaprhi yosuiso Inmoeg
LR asymmetry al so Dorcocsuorpshiil m .1
Anfascilin 2 (Fas2), an antil
LRasymmetric stDbPucs$afskbirlaann att
asymmetrical bty typB) d ndy pii «
|l arger AB on the right hemi-tsy
popul ation show bilateral 1loc
|l obhegrm memory i mpairment. Des
respbhe for the LR asymmetri
mai ntenance remain elusive. T
AB polymorphisms and explore
dat e, we have explored thd w
abnormal AB positioning via C
revealed that the alleles rel
and narrowed down 37 potenti a
interference screenenntg atl o ciam
bilateral AB. From here on, w
variations that control AB | a
LRsymmetrical br ®drosophiha fii
O1F 02Y O1F 03Y
Al ternative splicing of Evolutionary dynami cs
evolution of gustatory -] receptor genes in Afrot!
feeding drosophilid fly . 1 1
° Y 23 2, Juliann%e B8Sri L
Raj shekar ' Dil'er Asllalj i gh?, S.
5 6 Garyl Kar pem® Noah K.!I W
1 2 3 4
’5 ’6 ' ’,7 ' ’8
Scaptomyimsdrabbaphi lid fly spec Afrotheria comprises ecologic
drastic diet shift from the two subgroups: Paenungul at e
herbivory on the mustard plan hyraxes; and Afroinsectiphili.i
mol ecul ar mechani sms of host e aardvarks. Afknhown e&bepbanstss
the evolution of Sgufitbavtaady prs: functional ol factory receptor
(1'TCs) , mepearfipldefensive t genes. The order Proboscidea
herbivorous insect ssebysiancgt ii voant related to Sirenia (dugongs a
TRPAL1. By combigrinred i ke h @win@ma an adudteisc yle independent of
approaches, %e flbhbowa weaketlt) f OR gene repertoires. I'n this
I TCs than itbeediagedspeacceshe: dynamics of chemosensory rece
bi tsteenrsi ng neurons in both S. type 1 (V1R), and bitter gtea®
compa&r eelxlpr essi 9mnapltedviey®zsd, i35 s assemblies of 11 afrotherian
sever al i sof or ms that encode chr omelseovneel genome assemblies,
sensitivities, and S4) fatriee mboosnei and Asian elephants actually
l ess sensitive TRPA1l isofohis genes than previoonuaslllyy,h r esp aretrisE
the possS.bifllaatea a@a cheagt ed t o mus intact OR genes, a number co
the proportion of TRPA1l splic identified orthologous gene ¢
bi tsteenrsi ng neurons to | TCs, t identify genes that have spec
mustard plantsl swdthpyut hdeti axgi of t he pr abossicriedneiaann aasncest or
provides insight into how man
environments at the sensory |
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The genomic basis for tr Ancient viral di scover.i
Africamatiggghl i ds data of ancient individi
° 1 2 1 1

° 1,2 3 4 4
1 2 ) ) ) )

2

1 2

3 4
I'n Lake VAttiocaa E@B8Btendemic An ccite DNAs containing viral
within only 15,000 years, sho\ archaeol ogical sampl es i ke
and ecologi es. Among 12 tropi sampl es of fer insights -tienm
eater, a cichlid who eats eg: evolution, co-depdedeng theetrg
ssrategy. Cichlids general’'lsy mo Howevemymhére of identified an
and -eeagtger s attack a mother hol human pathogens. To address t
sucking her head. They also pi1 ancient individuals in Japan
number s of inner t eyeptehr tr owd i By conducting de -howman aseseadrb¢
di stensible jaws, which are r various met hods, including
strategy. This study ai med t o- i mmunol ogical memories, we di

mor phol ogeeetserosf. eWleg conduct ed viral contigs, i maladditryg aarcd

38 whol e ngcelnuodniensg-e aitweor se dagnrdd at These contigs wer e t hen s utbi

species, which were det erermtnee relationships, open reading

highly differentiated regatoars interactions between hosts a

Pundanmsipleica es, we e HDksar ed an Virome. For exampl e, phyl ogel

ThedPRs were | ocated in genes Siphovirus contig89 (CT89),nt

calcium signaling and sweet t revealed the most recent com

HDRs were shaped by positive approxi mast elsybsitoirt uti on/ sitel

adaptation. addition, comparisons of vira
samples revealed diffetriecesi
characteristics. Our results
from ancient sampléeé®rmnvundeér
ancient viral characteristics
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Comprehensive detectio Ectopic expression of ¢

convergences for syste fish

convergent evolution

°Tomoya Nishiguchi, Wataru ° 1 2, L 1

Depart ment of I ntegrated ! 2

Frontier Sciences, The Uni

Convergent evolution is one of Ol faction amnrdalt &gt ecchetmhi € abo s

biology. Phenotypic convergen
convergence, i f ttlhyatl ipnhkeendo ttyop
exampl e, |l ysozymes of rumi nan

substitutions
primates. Vari

more convergent
those of ot her

diverse m ewelllss fr@ behavior

phyl ogenetic c¢clades wunder sin
may be unnoticed functional

evolution, and it may even

converglencemaisn i unngprawierdg dreére
would allow us to profile con
study, we comprehensively det
families of plaqgqenatakty Hendwbk
increase specificity by el i mi
topol ogi cal errors and neutra
substitutions that are conser
of synonymous toowsrgénncsubsat
of the detected molecul ar <con
met hod gives bi ologically me
taxonomic patterns and wunnoti
di scussed.

substances. Typically, chemi.
|l ocalized senses at the ol fac
the nose and tongue, I e spgadt
demonstrated the existence of
mouse and human, suggesting
physiological processes such
studies of ectopicn clhiemiotred et

organisms such as mouse and h

investigated the ectopic exp
TAAR, V1R, V2R, T1R andoPg2Rye!
in the vertebwatiesgleatend . clréem
whol e genome s é&plegrmpdes uisnaslkena
finned fishbDanamd rzaldrodoiusaid 1,
respectively. We then |l ookec
chemorecdptdrss uiess dgs,i nagn dR NfAo u
some receptors in variowsantdi §
genes, which are widely conse
expressed in all tissues use
ewol utionary conservation of i
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Evolutionary c¢ handgiiersg odl Revi sit of alternatiwv
associated with transiti modul ated by RNA met hylt
Caenorhabditis nematode Arabidopsis thaliana
RNA
° I, Mehmét D i 2
) . : &y FI ONA1
1 2
°Ryo Miyokawa, Eri ko Sasaki

The transition of the sexual Pl ei otropic genes, whigcbwrono
invol ved in various bG acel noogrih cruci al role in the enviAramine
nematodes, androdioecy, polym thal,i amhae met hyl tFrlaONsAFle @ & shea s
observed in several speci es el identified asFhO(fsl eeixoptercapeidc tg
fertilization in hermaphrodi gene expressions tretohuyglha tmoodnu
determination pathway and gent¢ that influences alter poaftunvodtlig
been identiCfi et eqqaimisIsy aitri ot em shows pleiotropic phenotypes
plays cruci al rolesmgérndipropen Recently, several studies hFavC
Al t hough the regulicatddamyg ealegme i A. thatbiuvaoasi stent conclusio
involved in the evolution of - studies. This study aims to e
coding el ements to the transit alternati #& @Q8molnigcitrhge pyr evi ous
we conduct edd ea agiean oymse s od o dc FI OInfl uences pleiotropic pher
el ement s focusing on the e To reveal the reasons behind
Caenorhabtat odes using whol e studies, we reanalyzed dif fseel
transcriptomics. Rapid accumu dat assdteklno€é kout mutants from
nematodes was-colslemagmesdt i me ingohl pipelifiesenbi pipelines provic
associated with sexual traits gualities, including the numl
nematode supported the invol v contamination, |l argely affect
speci fic spermatogenesi s. Fu Based on these results,s anger eder
associateaswiibntbé& gerae expr claims made by the previous
and androdioecious nematode. controHIIGI by
nomoding regions to the trans
processes.
O2A- 01 O2A- 02
Macfreow ol utionary pathy Evolution of -naaxniolviedr y ail
combinatori al evolution mechanism in ants (Hyme
uncoupling of multiplnult and its correlation witd.l
component S st ems . .

P y °"Adri an Richter, Roberto K.

Biodiversity andIBiTocompl e

4,000

Ant sd@amienant animals in terre
arguably related to their un
oriented, and predatory |ifec
been relaeedotioalanitisf e o nwitnhge
workers and an antibiotic gl
necessarily correlasemhjnctiac
as predators and nest defend
innovation that ma yw hbeen carnutcsi
mout hparts, the |l abrum inter!]l
outgrowt hs, keeping it in pla
that this mechanism shields t
mandi bl epsr edduartiimo;d and combat .
representing ant s and outgro
autapomorphic for Formicidae
ants. We reconstruct the evol

l evel s of interlock
correlation give o
bet ween | ocking and
better undensta

and its potentia

d fferent
character
evolution
be needed to
interlocking
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Patterns of skeletomusct Evolutionarily conserve

. the avian centr al serot ¢
°Lazzat Aibekova, Evan Ecor

Biodiversity and Bi ocompl ¢
Science and Technol ogy

Ant s, one of the most success
rol e in @wémoses$t ralall ecosyste
|l ocomotion patterns to be abl
di fferent habitats, and al so
are specialized in running, ze
gliding, swi mmi ng, and many
involve innovations to struct
understand the basis for the
it is important tca cstskkeey et ben
Therefore, to gain anatomical
of functional morphology in a

Gallus gallus dome:c

(Fujita, et

Fujita, et al , 20
O2A- 05 O2A- 06
Coevolution of exaggera Heart evolution: t he c
genitaliaohygyomsaegant gene mol | uscan oysters and
(Ohomopterus) beetl e myoel astic protein cone:q
° 1! 2! l ° ) 1 1 ) )
1 2

1

Larval RNAI 2 2
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Environment al adaptati ¢ Wol badmi @ he aldiennaraap hciedd
thaliana i n popul at-ominc i dentification, l ocal i
approach of QTL, eQTL ar transmission

QTL Cinar a cedri
e QTL Wol bachi a
1 2 3

Wol bachi a

QTLe QTL Cinara ¢
Wol bachi a
QTL Wol bachi a
eQTL SNP 9
650 3,925 Buchne&arearati
4 Wol bachi a

0O2B- 05 0O2B- 06

Exploring the Causes of Evolution in Airport
in Unique Aquatic Plants patterns in pygmy gr ass-|
predatory environment
° 1 2 3 4
) 1 2
1 2 3
4 1 2
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Tryptophanase di srupti Genomic di vergence an
evolution oPfansttonendakibaulgi sm architecture of phenoty
Pant oea sympatric OriyszheassLafke Po
o 1 1 2 3 4
1 1 ° 1 2 3 3 4
5 1
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CCR
cCrpcyaA
3 Oryzias ®Webui asuorarhyoz
Koga et al 202 2CCNRa ni gri mas 3
tnaA 3
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Typhoeiomduced Lammas grow Frequelnmpyendent selectio
no#wor mantcykci eeof the Gr emergence in budding ye:
butterfly Hebomoia gl auc
o 1' 2’ 3’ 2
o 1 2 2 1 1
1 ’2 '3
1 2
(
)
10
02D 01Y 02D 02Y
Opti mal -smbtdehing strat« SonicParanoid2: fast,
capture in hybrid predat comprehensive ortholog
. machine | earning and | ai
Soni cParanoi d2:
Predatory pursuit and capture The accurate inference of ort
researchers due to their impo genomic and evolutionary stud
findings have been accumul at tools foirnfoentdrmdeogyHowever, i
However, most of t hesstee esrtiundgi ed hamper ed-c drys uumiveeg-alals | al i gnmen
namely, which direction to mo with complex domain architect
t he magni tude of movement re update to SonicParanoid, whgec
devel oped a hybrid model-swihtac overcome the abovementioned t
strategy in a ghiveerna recnhviicrad nl nye up to 18X faster than compara
known biological pursuit mo d ¢ Quest for Orthologs benchmark
framewor k. The hierarchical
association between w@mwtitmdl n:
rushing ancdgstpalrksiung, adur it he
the individual faces. Our res
useful for examining the opti
and travel costs foprr eayn iinntdeiry
remini scent of hunting behavi
such as i ons. Thi s intrigui
hierarchical model to the div
ani mal speci es -prayv @k ignhdt cieni gnh
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Gl obal connectivity and Hybrisgpeci ati on by sexu
hexacoral s simulation study
°Maria E. AJafestids MRea me ¥,
Hirokd Mese‘H. ABoma‘All'gl ahi 5 0 1
Robert5 Tavamrere!l 05 VFi Kilpahas Kotaro "Kagawa
0l SPYUni versity ofNathendRlyu !
Advanced I ndustrial S%inet
Perubahd&amiNlklismp i KehWmg v &
of HawailBeAder al University
Bi ogeographical barriers | ed Evolution of novel sexual di s
marine organi sms. Al t hough <co traits) can |l ead to speciatio
ecosystems on Earth, the infl ancefor ml Yet , it remains unit
and their symbi ontlsl yatunlderrge o evolve despite that mutant ma
the sibli®Pgallyeékaao rc(adrtsl baanet d rcuPn form should generally reduce
tuberculmdiaan/ Paci fic ocgames!’ popul ation. Based on evolsetid
sequencing to reveal global pi action of sexual selection an
across the madanl bhargreiomasaefhorc of a new hybrid species with
organi sms. Popul ations with t assumes that females can gain
strongest biogeographical bar mal es. Evol utinongahys dmodel csc
basins. Regarding symbiont di alternative stable states si.
tha cor al samples from Atl ant copied by wunhealthy males <ca
bacteri al and Symbiodiniaceae advertise healthiness. Si mul &
same generalist lineage of C genetical leqntdalv elrigreeda gpeas t hat
corals from thRaditfiaot bcalaims,- can cause the hybrid popul ati
tolerant symbionts of Symbi o« because hybridization can gen
corals from the regions with sexual di spl ay, thereby altea
|l owe st pH seawater condition trigger the subsequent evolut
understanding the mecddinvernmssi i stable states, which |l eads to
which is also crucial to fore explanations f orecpalzadiimal chayst
changes. sexual radiation.
02D 05Y 02D 06Y
Temporary soci al paras Environment al DNA meet s
Strumi genys muti ca: col analysis on species real
behavioral observation ¢ their vulnerability to-
host species Strumigenys finned fishes

DNA
°Ri ou Mi %z uGiibb n 3 Li KWuni o? SaRh ° 1 1
HosoKkawsahogd Muikriotkai 2 M&tusniin
01 SZFaculty of Agricul Narte,
Changhua University of Edu
Temporary soci al parasitism i Trait evolution is one evoltuh
temporary social parasites in bi ology as traits are direct
and use the host workers as interface between organi sms
stage. We confir me@8tutnhiagte ntyls s sequence dat a, it remains muc
temporary soci 8tr pamas@erySe s dtew diverse cl ades iMe aas usryesmmeennia toif
S. so.l iWeonctoilsl ected seven Sni xme |l aboratory studies of focal L
qgueen and its host speS.i esadila capture, and/ or transfer to t
i ncl uSd edhugeuieccan and muti ca wor Kk captivity conditions, or even
extremely |l arge compared to o in environment al DNA (eDNA) t
5000 workers peB.cmhang amo Qe e by allowing systematic acqui s
17 in total) t &tamu mibkgpesneyi seod .0 | reflect traits of various St
observation of a mi8.edmutaib®ah guantified the ther maslhelalsiutre
integrated with their S.osnma oaina Japanese archipelago by wusing
did not show the ambush hunti Whil e many species were reve
of sthaonrdti bSu lrautmesgpeercyisas d accept tol erance i mits, phyl ogenet
arthropods as prey. Therefore, indicated a signigfniaccandn pthlydi

soci al parasite,
Strumiagemsy s

showi ng a r

margins. These data suggest t

can be phylogenetically i mpu
eDNA data will provide a powe
such thdaticsyottédmati on of seq

i mpacted evolutionary studies
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°Naot o HFdoAgaswas hi, FBhiNayand

IDepart ment of Bi ol ogical <
MetropolitaftFadni ver ift yAgr

02D 08Y

Troj an

hor sMi ¢ molbgsbecbsi

Kot a |%s,hiSgeaommig?ha Mobantrosihi

Mor i faurfay a 5YoRet ar’, Maaxigau K
Yoshitomb 2Ki kuchi
Hokkai do BnhiSKR®t 8B Kdhealni

of ElCommmumn isCGNR n( France)

Uni vedGshatdtyate School of Ar
Tokyo
Social insects have two | ewled\ Many ani mals and plants have
and cloéwely. We compared socic¢ body and they interact intirn
species that both produce in mutual i sm, sel fish symbionts,
di fferent modesat obn.collfbay ah simultaneously cause harm,itg
ddRADsergi ved SNPs showed cl ea mutual i sm. RI.hepebfekehsnt ebrusgpt er a:
nestMonioomori umwhetenwi nged que Cabal l®ymmi@ants in the post &t
nests independ&ntt yi wihalcéhomtrroi pedesomnsissts of four distinct
qgueens, no genetic differenMi the symbiotic or gaonfCambial lisay nownh
triyvi dlehavi or al assays demon are housed in tRe miedewt yi¢ myy
bet weenkers from different ne Cabal lfymmiimants from the ambi
popul ation. These M.estulrtipsoisak hatching. To acquire t he sp
unicoloniality, a social stru microbi Bt a,pethbasvyt evel ved to d
boundaries at the nest | ewels,i symbi ont selection mechani sn
colony. Our study proposes an competition bet ween sy Rbi oretc
soci al structure in ant s:l e\ Cabal leymhmiiasi s, we discovere
parthenogenedieveland owoldamyer kills the host evaen 1ilsouagbh el
unicoloniality. proliferate in the symbiotic
Caball.eroni a
O2E 01 O2E- 02
Phyl ogenetic antaRNMAIisymt Ol factory avoidance C
and asp &NtAysynt het ase el ectrophil es i s medi at
t RNA t RNA ol factory receptor in Di
° 1Carolina EB. Ré&Dsaenmha
° Matthi Rambues 4*Naahi Kgdhi t
1 2 3
4
t RNA Pl edretr i vedhielieccttrooxpi ns are det
ARS t RNA fll_es and humaqs by the pain-
medi ated aversion response.
20 20 modality, olfaction, is neceam
ARS 20 ARS electrophiles when volatilize
killed all adults within ten
ARS .
det eOttongnt receptors (Or ¢
el ectrophysiology on the wghaosl
ARSLY SRS AR¢ Once candidates were identifi
AspRS of these Ors, we conducted a
| this Or mediates aversion. Fi
ARSGI y RS LysRS rel ated drosophava,d wWHiycltBciapte
AspRS LysRAspRS of mustard plants. Because mi
upon tissue damage, we hypoth

expanded reper-deot eet ioffg tQres et
and otdlkfeeendicrg rel atives. Cor
orthologs of these Ors were a
than in D. mel anogaster. We ¢
dangerous volatile el eootrryo pioic
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Evol utionary history of Vi sual adaptation to de
xenobiotic metabolism i Not ot henia species
and their relationship t

UGT
° 1 23 4 4
1 5 2,6 1 2
1 2 3
4 5 6
UGT
UGT
UGT RH1 29
67 43 RH1
UGT
15
UGT 1
UGT 2 RH1
RH1
UGT 2
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How the | ocal positive Centromere repositionin
human genome evbbunhgomnt? evolutOownziiashes
gene polymorphisms as ar

CYP1A2

o 1 1,2 1,2

1 2

CYP1A2
CYP1A2

CYP1A2
1KGP26
2504 CYP1A2 215 SNP PCA
FsT PCA CYP1AZ2

Fst
SNP
PCAFsT
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Met agenomic anal ysis ol Popul ation genome anal
reveals the feeding habi gondii isolated from an
identifies unknown ance
gondi i in East Asia and
° 1 2 1 2 3 4 4 5
6 6 7 7 6 8 9
1 2 9 10 11 1 1
1 2 3 4 5
6 7 8 9
10 11
Toxoplasma gondi
8 46
6 HG2
DNA HG13
HG15 HG?2
T.
gondi i
T
gondi i
O2F 01Y O2F 02Y
Decoding Japanese genet Analysis of t he anhyd
whoigenome sequencing through shotgun protee
°Xi aox,i %atuos k¥, Koyhemal, T oSrd dzauakk mitochondria
Yuki 1% hiSkhafywaSHumi &h iK uknoi shuilgkioK e
Hi ki novoshi nfao Mdmioke Ho Shk oslh'
Kochi RatYsikdadai dé MoandorzuX evidcoh i F, . - s . .
Chi kash“¥ Terao -
3 5
'R1 KEBIr, olards t i t dMaes,s alkShAu.sett s Ge
“Shi mane Unoklaisda yOmiev e&Jms ivtey,s INI NS ExXCELLSAB, 4 BRC
'Shi zuoka Gerlenriavie rHsoistpyi toafl ,Shi: s
We generated the Japanese Enc Water is essential howeweét, | s
Library (JEWEpwWihhodaeenbmgh seque including tardigrades, withst
dataset of 3,256 individual s a dehydrated ametabolic stat:
dat aset reveal s genetic chara completion of tardigrade gen
were not di scernible wusingbas mechani sms tdhrmd!| epudtesctf rmim
anal yvseiasl erds caa lfei ngeenet i c struc anhydrobiosis are not fully
Second, we identi siped i fridtvuenlic attention on tardigrade mitoc
variants (LoFs) and further ol structur al similarities with
specific transcripts for walwod uni queetfreeatauwcqui si ti on of the
function Obser vweadurEk pEercaedi dJp To unravel this intricate and
PTPRDan #rmhwuaned gene, as a p proteomics on the tardigrade
identified 44 archaic segment identified 711 proteins ads fp
complex traits and ttoh eEamaj OArsii Not ably, two of these protein
identified genetic loci under gene transfer during evolutio
popul ati on. Collectively, our them i mproved hyperosmotic t
characteristics of the Japane het erol ogous e xdpirnegsss i ©wg g eTshte ¢
horizont al gene transfer or t
found in extremophilic organ
anhydrobiosis in tardigrade n
rol e ofe tmirtdigharddri a in this
contributes t o a deeper und
evolutionary implications.
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Paral l el evolution of vi Elucidating mechani sms
from nocturnalawkamodihsrne acquiredanacnegri drug resi
cancer.
° 1 2 1
°Toki ho ARiNyiamanoby Bohinga*k
Kentaro', Arvoka'waTer ai 5
The Graduate University f«
Kit abmitwer sity SchloklyoofUnm
Agricul ture
The transition from nocturna Lung cancer is the |l eading ca
happened throughout evolution mutation of epider mal gviho wthh
butterflies. However, the effz¢ constitutive activation of EG
closely rebapoedr bpeaingd®er st ooc driver mutation of lung canc
(Lepidoptera: Sphingidae) 1is kinase-TKESFRdramatically i mpt1
because it includes multiple mut apo®inti ve | ung quinrced .r edoin
collected five nocturnal and initial clinical response i s
from téheés. All ten species pc resistance mutation (e.g., T7
uv, svaworet: SWavd:onigw) . Not onl acqguired drug resistance mect
also the opsin gene expressi mutation is meiwliyt icamel gyg ¢ dw%0d M
species. The species tregepédmc cancer cell s, -ttdleerparets emarec eorf
emerged at | east thrice, but problem in cancer therapy. Tk
formed monophyletic groups. W process of the emergencteoloédrcaa
amino acid substitutions, sug cells. In this study, to elue
opsins. We al som prreedduiccetde ds eapbaor-tL TKI resistance during cancer
and -Wawngl ength sensitivity pe: cancer cells derived -gfasint itvhe
speci es based on the el ectr patient. Our studyarnreevetabh®
compouhd spyectr al sensi tiviti response were-TiIKiduocedtme nBEGF R
par al | enl oefv oolpustiinos may have en a specific mutational pattern
abilities of diurnal hawkmoth mutation in the relapsed canc

Functional di fferenteilaa Genomi c, transcriptomi
ol factory receptor V2R i approaches towar d
V2R mitochondri al genome evi
tree Haloyypedates | eucomy
°Yuuri Yasuoka, Yasushi Oks
RI KEN | MS
Cichlid®, bwhong to one of thi The mitochondriga&inomehomd (@WMir
undergone remarkable diversif ani mals encodes 37 genes (13
radiation. For that reason, c However, why this gemreonrseperet
for speciation. Due toalt heolga 500 million years remains gunt
mal es, visual senses were kep mysterygemomeéetevol ution, her e
the other hand, diversificati frog, Polypedates | ggeanomes thaax
cichlids. Previously, we demo sequence eneodisreg vamd unottrid o
copy numbers |loftypemeephasa ( only vertebrate nrempeBme eand oi $
indicated to detect food odor an invasive alien species spr
suggests the contribution of l arval sampl es from exter mi
cichlid. I n this study, we transcriptomic, and pseqgedmte
di ver si fd caltiigpannd andi fferenti a t hatPotlhyep e d ag eerse aweedd i hranscr
phyl ogenetic anal ysi s, sel ect searches to genome and trans:¢
anal ysis ei#mmplsoyieng otalce ivi ty a atpm&ne had not migrated to

Pol ypaAtdB8eod ein in the functio

(ATP synthase) was expeniameéente
and -famabel quantitative mass s|
t hat t he apparently abnor mal
mi t oc horPPdd iyp ecdedl tl ess. To furthe

backgrounPd!| ghedadeerse ae \p@l ut i ¢
conducting experiments wusing
cell s.

109



O2F 08Y

I nvesti gateiviord utoifonary Gene flows between Sul av
selection target hapl ot with geographically cont
° 1 1 ° 1 Kanthi A uMi wWodhwpnat i
1 5, Banftbuarnygo’br ot of

1 2 3
We found signatures of posit The Sul awesi macagques are ende
PSCA associated with gastric and have differentiated into s
CCA and CAG has been deri vey respective allopatric habitats
were shared-wathendumanl| dpopul in the border azsnesWeofprtelvéiomus
Genomes Project. Among the t bet ween five Sul awesi macaque
sel ected simultaneously in study, we focused oM. t loec haonelih.
respectivel y. Anal yses of S brunnesdengdetermined exome se
phyl ogadiysi a8 s ug‘@aesatjdtdavregheatt speci es eadndS NePxst rfaocrt geneti c ance
has changed multiply througt di fferentiation of seven Sul aw
human popul ations have respi M. oclnedatédeir geograpMi cabhke
dynamically. This pattern ics detected wussnd Ratatterssorc!| dogpesre
hapl o¢epmepreged from sKaddiGnag constr Mct edc.h miatva dual wi th a
common haplotype is adaptiv showed a hi gtiMer tafrifkiemintatyh ewi d thh
SLC30A9n whi ch each popul at recent or ongoing gene flow bg¢
haplotypes. To examine how c flow bHtftwdemnmnnetsipeenises separ a
in our study is, we start th Sul awesi macaqgque species by t
which shows extremely highly specM.esgchrwasaunder detection
and Han Chinese i n Bwidfgivhag ule mechani sms that keep genetic d
detect two Il oci which have wi t hgrgaepohi cal ly continuous di st

Japanese and further discuss
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Bi osynthesis pathway of Expl oration & e c iHuima |
and its convergent evol Expression Il nduced b
pl ants Activity of Transposab
Genome Structure
o 1 2
o 1 2
1 2
1 2
Topologically Associating
2 P45 UGT TAD
2019 (TE)
TAD TAD
TAD
TE TAD
TE
TAD
TE
TAD
TAD TE
TAD

Evolutionary mec-thiaemi &@mch

Exploring genetic chan

in intracellular mol ecul evolution associated w
bow i e flight

o 1’ 1’ 1, 2

o 1 1
1 ExXCELLS ExCELLS '

1
Many biological net wor ks, in Birds and bat s |lwi,t matnlye saleicl
signaling nethwmaoralkcg,ereéshiilei thi e spans tfhayn ngmonspecies of -siiv
adowi e, which consists from a species are thought to expe
and outputs. Such architectu pat hways inverwmedurmi VvVahg s
net wor ks wi thin a cell, sugc cancer s upproeasnsyi ot u dWheisl eh a
mechanminsimr | i es the -emer qerche acquisition of flight shape:
previous simulation st-tuide ear ¢ is not clear what genetic ct
emerges when the ideal output |l ongevity of flying species-.
link strength are multipliaat rel atedt ganeshow characteri:
the mat hemati cal -tmee hawo lsunt iod1 convergent amino acid substi
previous studies. Based on th of identi fying genetic chan
t he -tbhioew evol uti on, we newly r species. We found several @e
enhancestiteheemeorngesse ofr edar o in avian and bat lineages.
i deal goal, when the |link int exhibit convergent amino aci
are small at the initial cond birds and bats. In the prese
we demonstrate that the incre the genes identifiédtiwowntioif¢
facekithe emetgenaechi tkeecwur e
strong network | inkg. eOuwr cchdtt:

as a side effect of evolutic
adaptation.

111



Function of B chr omosome Search for the female
s e X chr omosome eDolosDip t he t eRremiitceul i t er mes sp
asahinai .
B
1 2 3
o 1 1,2
1 2
B
B
B doubl esex
B Y
Y
B Reticuliterms sper:
B 1 (
B Y ) ( ) RNAeq
B 1. 12Mb Y 35
1. 07 Mb RNA eq B
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Speci es comparison -0 é Genomic analysis of p o
transcriptome of Drosopt JapanAsabi dopsi s hall el
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Assessing inbreeding dep Exploring t he Mol ecul
endangered pl ants by d Hu man Accl i mati za-Al bn
mutati ons through Differential G
by Hypobaric Hypoxic E
o 1' 1
o 1 2 3 4
1
5 1,6 1,6
1 2 3 4
5 6
2
( SNV)
SNV mMRN/&Seq
P- 011Y P- 012Y
Evolutionary trajectory Al l el ic di sruption of
Drosophiltaansl ocations - gene TAS1RL1 ihnsacth

linked genes strepsirrhine primate,
Y . L
v °Qi ny utanMidit, HMwhammad!, STa
Hay akawamanda®ah.d Meloijri! Ka
o 1 1 1 1,2

Graduate School of Frent
1 2 TokyFoa,cul ty of Environmen
Uni ve®Depayf ment of Anthrc
Department of Medical Ger
X Y Y A primate Suborder Strepsir
v Lemuriformes (lemurs) and Lc
varied diets. A previous st
pri mate umami taste recepto
Drosophila | acteicc¢ sensitive to nucleotides-bofl
% v pri mates, such as strepsirr
. source. Whehemewhskguence (
Dupi m201P8 O strepsirrhine primates have
Genet D. mel an¥gaster assamlel remains concerned ar
X sequences ar e provi ded. We
speci fically probing the TA

Y .
TAS1R3, foll owed db yspaasrsal vleehlo
Y for one indfi viidual Steraefmsi rr |
9 Lemur , EKualtetnau r , EmafcyaMaauesci a ;v &
. . gal a@bel emur cr &abkagaudatnesy
D. llacteicy¥rnis |l or Nyesi cebubl. pgghaeradi ct)i.c!
Y our -cheé mthh cs emguemwe found t ha
heterozygous with intact an
stop codon i#dtramrsumetmbmn@anee\s
mainly fruits and gums and
species Thaors' tmay have | oosel
maintain the functional TASI1
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Esti mation of the rate - Il nvestigating t he Re
di sjunchbionopmi | a nasut a ApoED and -S\eoevkeil ntgy: E
ApoERel at ed Behavior i
Variations in Medaka (
. 1 12 Oryzias | atihdmpasED
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Hori zont al gene transfer Transcriptomic comparat
bacteria to gut mi crobi bees during lifestyle
digestive adaptation °Yuhang Jia, Takashi Makir
° 1 2 3

1 2 3

I'n exchangehdhirt gtrioovyn damdy nutr The evolution of sociality

symbiotic bacteria to break do evolutionary biology. Social
Hori zont al gene transfer (HGT) the evolution of sociality.

them to adapt to new envi roonntn wekhown taxon, t hat cointthai d
ani mal s, adaptive HGAr ifveodt kac behavioral and genetic pheno
adaptation to their environmer Bumbl ebee, a type of primiti
facilitate the expansion of hi di stinct behaviors in differ
cetaceans (por pwhasleess) dod rpshu me l'ifestyle. I|I,n tchirdipgpat tagred 9D
desga organi sms containing a orchid bees to bumblebees (!
mammal s (i .e., wax editeegti Her focus on the transcriptomiec
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